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FACS-sorted putative oogonial 
stem cells from the ovary are 
neither DDX4-positive nor germ 
cells
Larissa Zarate-Garcia, Simon I. R. Lane, Julie A. Merriman & Keith T. Jones

Whether the adult mammalian ovary contains oogonial stem cells (OSCs) is controversial. They have 
been isolated by a live-cell sorting method using the germ cell marker DDX4, which has previously 
been assumed to be cytoplasmic, not surface-bound. Furthermore their stem cell and germ cell 
characteristics remain disputed. Here we show that although OSC-like cells can be isolated from the 
ovary using an antibody to DDX4, there is no good in silico modelling to support the existence of a 
surface-bound DDX4. Furthermore these cells when isolated were not expressing DDX4, and did not 
initially possess germline identity. Despite these unremarkable beginnings, they acquired some pre-
meiotic markers in culture, including DDX4, but critically never expressed oocyte-specific markers, and 
furthermore were not immortal but died after a few months. Our results suggest that freshly isolated 
OSCs are not germ stem cells, and are not being isolated by their DDX4 expression. However it may 
be that culture induces some pre-meiotic markers. In summary the present study offers weight to the 
dogma that the adult ovary is populated by a fixed number of oocytes and that adult de novo production 
is a rare or insignificant event.

The prevailing dogma in the field of reproductive biology for over 60 years has been that the adult mammalian 
ovary lacks germ stem cells1. This has been used to explain why women undergo the menopause, and suffer from 
premature ovarian failure if the primordial follicle pool is depleted by chemotherapy2,3. However, such dogma was 
challenged by Tilly and coworkers, who following genotoxic drug treatment observed a re-establishment of the 
primordial follicle pool in mice4. Controversy over such a fundamental paradigm shift followed5,6, and included 
contrary observations as to whether germ cells were resident in the ovary or migrated from other tissues7,8, with 
some groups reporting no re-establishment of the follicle pool by adult germ cells in physiological and patholog-
ical conditions9,10.

Support for the existence of ovarian cells with germ stem cell identity, which have been named Oogonial 
Stem Cells (OSCs), came with their isolation from the ovary11,12. OSCs developed meiotic markers in culture and 
formed oocyte-like cells11–13; they could be transplanted into mouse ovaries where they assembled into follicles12, 
and they could go on to form live pups when fertilized11. However controversy continues as other studies using 
similar methods of isolation have failed to replicate any of these findings, and instead they culture cells that 
senesce and are non-germline in origin14–16.

OSCs have been sorted (FACS or MACS) from ovarian tissue in most studies with an antibody to DDX4 
(DEAD (Asp-Glu-Ala-Asp) box polypeptide 4)11–14,17–20. DDX4 is a germline-specific RNA helicase, containing 
a DEADc ATP hydrolysis domain and a HELICc RNA-binding domain that are common to all members of the 
DEAD box protein family21,22. Adding to the continuing controvery over the existence of OSCs is that DDX4 as 
an RNA binding protein was hitherto believed to be cytoplasmic23,24, rather than membrane-bound, and as such 
it has been unclear how it can be effective in sorting live cells.

In this study we examine the specificity of the DDX4 antibody used to isolate OSCs. We find that it can be 
used to sort a small population of ovarian cells which appear to take on some characteristics of OSCs following 
culture. However these characteristics are found either not to be germ-cell-specific or are initially absent from 
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freshly sorted cells. Importantly cultured cells senesce and fail to develop any characteristics of oocytes or possess 
oocyte-specific markers. Furthermore we demonstrate that their initial isolation is not due to any cell surface 
expression of DDX4.

Results
DDX4 is cytoplasmic in oocytes and appears oocyte-specific in the mouse ovary. An anti-DDX4 
antibody raised against the C-terminal 25 residues of human DDX4 (here onwards defined as DDX4C25 antibody) 
has been used to isolate by MACS or FACS a small population of OSCs from adult ovary in mouse11–14,17–20,25. The 
C-terminus shares high sequence homology between human and mouse, making this possible (Fig. 1A).

As expected based on its known function as an RNA-binding protein22, immunohistochemical staining with 
the DDX4C25 antibody in permeabilized fully-grown oocytes from antral follicles, revealed a cytoplasmic distribu-
tion (Fig. 1B). This was absent in non-permeabilized oocytes, with no evidence of any surface staining (Fig. 1C). 
Similarly as expected of a germline-specific protein, DDX4 appeared absent from ovarian granulosa cells, inde-
pendent of their permeabilization status (Fig. 1B,C).

Modelling of DDX4 does not support a C-terminal extracellular domain. The DDX4C25 antibody 
has been used by others11–14,17–20 to isolate OSCs by FACS. This assumes a membrane-bound form of DDX4 is 
being expressed in the female germ stem cells, and the C-terminal epitope is exposed to the extracellular milieu to 
allow affinity-antibody binding. This idea, although never reported in any detail, has often been quoted as being 
supported by transmembrane modelling11,26. While this membrane-bound form of DDX4 appears absent from 
fully-grown oocytes (Fig. 1B), this has been suggested to be due to a differentiation-dependent internalization of 
the protein12.

Here we report for the first time on a comprehensive in silico examination of the evidence for a transmem-
brane DDX4 protein. We ran a number of online transmembrane domain predictors on both the human and 
mouse DDX4 to determine how robust the existence of a C-terminal extracellular domain was. Eleven meth-
ods that combined different statistical models and discriminative analysis of protein topology were used 
(Supplementary Table S1). In human, three methods predicted a transmembrane domain, but all three placed 
the C-terminus in the cytoplasm, not on the cell surface (Supplementary Fig. S1, Supplementary Table S2). In 
mouse (Supplementary Table S3), four methods predicted a transmembrane domain, with three of these placing 
the C-terminus in the cytoplasm (Supplementary Fig. S1). TMpred was the method used previously to justify the 
cell surface location of the OSCs11,26, and is the sole model to predict an extracellular C-terminal domain but only 
in mouse, not human (Supplementary Table S3, Supplementary Fig. S1). We conclude therefore that the evidence 
of a transmembrane DDX4 that could be isolated by the DDX4C25 antibody is non-existent in humans, and weak 
in mouse.

Figure 1. DDX4 is a germline cytoplasmic marker in oocytes. (A) DDX4 comparison in human and mouse. 
The DDX4C25 antibody used for the isolation of the OSCs was raised against the C-terminus (in red) of H.s 
DDX4. In M.m this sequence shares 92% identity. (B,C) DDX4C25 immunostaining in permeabilized (B) and 
non-permeabilized (C) fully-grown oocytes and ovarian somatic cells (a mixture of stroma and granulosa cells). 
Staining was only observed in the cytoplasm of permeabilized oocytes. It total we analysed 70 oocytes and 250 
somatic cells taken from 14 ovaries. Scale bar: 20 μ m.
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Isolation of a small population of DDX4C25-positive cells from the ovary. The above modelling 
shows that the majority of programs predict no membrane-bound DDX4 with an extracellular C-terminus. 
However, given one model that does, albeit in mouse not human, we attempted to FACS-sort cell surface 
DDX4C25-positive cells from a total mouse ovarian cell suspension. To our surprise we were able to isolate a small 
population of DDX4C25-positive cells that were 2.5 ±  0.6% (mean ±  s.e.m.) (range 0.1% to 6.6%) of the total num-
ber of viable cells sorted (n =  10 independent FACS; Fig. 2A, Supplementary Fig. S2). These sorted cells, which 
ranged from 23 to 8,281 cells per experiment, were seeded for further analysis.

To characterise the DDX4C25-positive cells they were immunostained using a number of germline markers: 
DDX4 (using DDX4C25 antibody), PRDM1 (also known as BLIMP1; PR domain containing 1, with ZNF domain), 
DPPA3 (also known as STELLA; developmental pluripotency-associated 3), IFITM3 (also known as FRAGILIS; 
interferon induced transmembrane protein 3) and DAZL (deleted in azoospermia-like). These antibodies were all 
positive when tested on fixed and permeabilized fully grown oocytes (Fig. 1, Supplementary Fig. S2).

We analysed the primary cultures of DDX4C25-positive cells, which some groups are describing as 
OSCs11,12,14,17. In non-permeabilized putative OSCs there was cell surface immunostaining using the DDX4C25 
antibody (n =  3, Fig. 2B), a finding which confirms that the ovary does indeed contain cells with a DDX4C25 cell 
surface epitope. In the DDX4C25-positive cells we could not detect DPPA3 or DAZL (Fig. 2B). However, these 
cells did have immunostaining for PRDM1 and IFITM3, a finding which has been reported on previously11,12. 
Importantly, ovarian somatic cells that had been separated as DDX4C25-negative cells during FACS, also stained 
positively for PRDM1 and IFITM3 (Supplementary Fig. S2). As such we conclude that both PRDM1 and IFITM3 
are not exclusive markers of the germline, as they appear to be present in many ovarian cells.

Putative OSCs develop some germ cell markers in culture. Although the primary cultures of puta-
tive OSCs had a cell surface DDX4C25 epitope, and were also immunopositive for PRDM1 and IFITM3 in their 
cytoplasm, they appeared to lack detectable levels of other germ cell markers such as DPPA3 and DAZL. Previous 
studies have not reached a consensus over whether freshly sorted putative OSCs already express these germline 
markers, with some studies demonstrating expression11,12,14,17,19,25 and others not15,16.

To determine if ex-vivo culture was important for the generation of germline markers, gene expression analysis 
was performed on freshly sorted and 2-month-old putative OSCs. Specifically we examined for germline markers 
(Prdm1, Dppa3, Ifitm3, Ddx4, Dazl), pluripotency markers (Pou5f1/Oct4; POU domain, class 5, transcription fac-
tor 1), meiosis markers (Stra8; stimulated by retinoic acid gene 8) and oocyte markers (Nobox, NOBOX oogenesis 

Figure 2. Evaluation of fresh and cultured DDX4C25-positive cells. (A) FACS sorting of DDX4C25-positive 
cells. Cells were firstly separated from debris; then, addition of DAPI for dead-live exclusion and detection 
of DDX4C25-Alexa Fluor 633 allowed to isolate a small population of live cells correspondent to the putative 
OSCs (n =  10). (B) Confocal immunocytochemistry for germline markers (DDX4, PRDM1, DPPA3, IFITM3, 
DAZL) on freshly sorted DDX4C25-positive cells, some of which were permeabilized before labelling. Chromatin 
was stained with DAPI. Scale bar: 20 μ m. (C) Gene expression of freshly sorted and 2-months-old cultured 
DDX4C25-positive cells (the ‘OSCs’), ovary, testis, or fibroblasts for Prdm1, Dppa3, Ifitm3, Ddx4, Dazl, Pou5f1, 
Stra8, Nobox and Zp3. Representative of 7 independent runs.
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homeobox; Zp3, zona pellucida glycoprotein 3). To calibrate the sensitivity of our detection, RNA from total 
ovarian cell extracts was used at various concentrations (0.1–30 ng). Testis was used as a positive control for all of 
the germline, pluripotency, and meiosis markers, and the ribosomal gene Rps29 (ribosomal protein S29) was used 
as a positive control for each cDNA preparation27.

The gene expression profile of germline, pluripotency and oocyte-specific markers in the ovary and testis were 
all as expected. Of all these markers only Stra8 was absent from the ovary. Stra8 is associated with entry into mei-
osis but not oocyte maturation, and as such would be predicted to be absent from the adult ovary, which already 
contains meiosis-committed immature oocytes28,29. The testis expressed all markers except the oocyte-specific 
Zp3 and Nobox (Fig. 2C)12,17. Zp3 is an oocyte-specific extracellular protein that forms part of the zona pellucida30, 
and as such would be absent from the testis, as would Nobox which is an oocyte-specific homeobox protein31.

Freshly sorted putative OSCs only expressed Ifitm3 (Fig. 2C), which confirms the immunostaining. However, 
although often used as a germline marker, is not exclusive to the germline32,33, and can be observed in explants 
of dermal mouse fibroblasts. Even though OSCs were isolated on the basis of their cell surface DDX4C25-positive 
antigen, they were negative for Ddx4. Furthermore these cells were negative for all the other germline, pluri-
potency and oocyte-specific markers. We conclude that freshly isolated putative OSCs that are categorised as 
DDX4-positive cells by possessing an externalised DDX4C25 epitope, do not express Ddx4 and furthermore show 
no characteristics that would appear to give them a hallmark of being germ stem cells.

Interestingly, after 2 months in culture the putative OSCs also started to express Prdm1, Ddx4 and Pou5f1 
(Fig. 2C). It is difficult to conclude only on this expression profile that such cells are stem cells, given dermal 
fibroblasts were also positive for Prdm1. It may be what we take as markers of germline are more ubiquitous 
than previously thought. Furthermore there was no commitment to meiosis or oogenesis, judged by the lack of 
Stra8, Nobox, and Zp3 (n =  7). We observed that approximately 2–3 months after isolation, all the OSCs cultures 
decreased their growth rate and died. Therefore, the sorted cells were not immortalised.

Oviductal epithelium immunoreacts to DDX4C25 antibody but does not express Ddx4. One 
study, using the DDX4C25 antibody, has reported on the existence of DDX4-positive cells in the oviductal epithe-
lium34. We could also observe staining in the cytoplasm of permeabilized epithelial cells from oviductal sections 
(Fig. 3A and insert), but not in non-permeabilized, individual cells (Supplementary Fig. S3). Immunohistological 
staining of ovarian sections also revealed specific DDX4C25 immunoreactivity in oocytes from various stages of 
growth (Supplementary Fig. S3 and insert). Therefore the antibody used seems specific on sections, and indeed 
does detect DDX4C25-positive oviductal epithelium cells.

PRDM1 and IFITM3 staining were also observed in the oviductal epithelium (Fig. 3A). Whereas PRDM1 
showed a homogeneous presence, IFITM3 was only in those cell surfaces in contact with the lumen (Fig. 3A 
and insert). PRDM1 staining was ubiquitously seen in oocytes, stromal and granulosa cells of the ovary, and in 
the tubules of the embryonic kidney (Supplementary Fig. S3 and inserts). IFITM3 staining was also observed in 
oocytes, stromal cells of the ovary, and in the cells next to the tubules in the embryonic kidney (Supplementary 
Fig. S3 and inserts). This localization in somatic tissues shows that IFITM3 and PRDM1 do not confer a germline 
identity. DPPA3 and DAZL were also present in oocytes (Supplementary Fig. S3), but were absent from the ovi-
duct and the kidney (Fig. 3A; Supplementary Fig. S3).

The absence of DPPA3 and DAZL from oviductal epithelia suggested that this tissue was devoid of germ stem 
cells. However, DDX4 staining led us to think that either there were non-germline DDX4-expressing cells in the 
reproductive tract, or that the DDX4C25 antibody was not specific to DDX4 protein. The latter was our preferred 
hypothesis, given that the putative OSCs, isolated by FACS using DDX4C25 did not express DDX4 (Fig. 2C). To 
discriminate between these two possibilities, we performed gene expression analysis on oviduct, flushed exten-
sively to remove any ovulated oocytes that may lead to misinterpretation of results. This was compared with 
ovary, testis, and cultured fibroblasts. Confirming the immunofluorescence, Prdm1 and Ifitm3 were present in the 
oviduct, resembling the profile from primary fibroblasts (Fig. 3B), and confirming that these often used germline 
markers are not germline-specific. The lack of Zp3 and Nobox in oviductal epithelium assured us that oocytes 
were indeed absent from this tissue preparation (Fig. 3B).

Importantly the absence of Ddx4 in oviductal tissue (Fig. 3B), where the DDX4C25 antibody had abundantly 
cross-reacted on tissue sections suggested that this antibody hitherto used for DDX4 may readily cross-react with 
other proteins.

Putative OSCs and oviductal epithelium are not DDX4-positive. In both the putative OSCs isolated 
by FACS of whole ovary, and in oviductal epithelial cells DDX4 immunostaining was achieved using a DDX4C25 
antibody raised against its C-terminus. However, by PCR neither cell types expressed Ddx4. We speculated that 
the antibody may be cross-reacting against an unrelated protein epitope. To examine this possibility further 
we employed a second DDX4 antibody, which is raised against a much larger C-terminal peptide (defined as 
DDX4351; Supplementary Fig. S4).

DDX4351 antibody was used on both permeabilized oviduct sections and on permeabilized putative OSCs 
isolated by FACS using DDX4C25 antibody (Fig. 4A). Oocytes at all stages of growth showed high levels of cyto-
plasmic DDX4351 staining, however neither oviduct nor isolated OSCs were ever observed to be DDX4-positive 
(Fig. 4B).

Discussion
This study has shown that the primary technique for isolating adult germline stem cells from the ovary is based 
on a false assumption: the existence of cell surface DDX4 allowing isolation by FACS. Here we demonstrate that 
although the antibody can be used to isolate a small population of ovarian cells, these cells are not expressing 
DDX4.
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Figure 3. Evaluation of germline-specific markers in the oviduct. (A) Adult oviduct sections permeabilized 
and immunostained for DDX4, PRDM1, IFITM3, DPPA3 and DAZL. Chromatin stained with DAPI. 
E =  epithelial cells; M =  muscular mucosa; L =  lumen (asterisks mark site of insert). Scale bar: 50 μ m (inserts 
10 μ m). (B) Gene expression analysis of fresh sections of oviduct for Prdm1, Dppa3, Ifitm3, Ddx4, Dazl, Nobox 
and Zp3. Representative of 3 independent runs.



www.nature.com/scientificreports/

6Scientific RepoRts | 6:27991 | DOI: 10.1038/srep27991

Given their functions in RNA metabolism, the DEAD-box RNA helicase family including DDX4, is generally 
cytoplasmic21,22 except for Lactobacillus aggH, which contains a cell surface domain for bacterial aggregation35, 
and for HEL-T in immature thymocytes, the only known example of development-dependent cell surface expres-
sion of a T cell-specific RNA/DNA helicase36. Our computational analysis of transmembrane domains of DDX4 
supports such a cytoplasmic localization, and lends little evidence for a C-terminal domain that can be used for 
the FACS-sorting of OSCs. The TMpred model that has previously justified the OSC FACS technique11,26, reports 
the externalization of the C-terminus only in mouse, not human, DDX4, and brings into question its ability to 
sort human OSCs12,37. The mouse double-transmembrane conformation, which allows an external C-terminus 
should also be regarded as doubtful, because this also necessitates an external N-terminal domain that was pre-
viously thought to not exist12, leaving an alternative, weaker conformation to explain the mouse OSC sorting.

Figure 4. DDX4C25-positive FACS-sorted cells cannot be detected by another C-terminal DDX4351 
antibody. (A) Schematic analysis of DDX4 in FACS-sorted cells. DDX4C25-positive FACS-sorted cells, which 
recognize an external green triangle (DDX4 if really being sorted for DDX4) are then fixed, permeabilized and 
immunostained using DDX4351 antibody. (B) Confocal immunohistochemistry using the DDX4351 antibody 
on permeabilized FACS-sorted DDX4C25-positive (the ‘OSCs’) and negative cells, oviduct and whole ovary. 
Chromatin stained with DAPI. E =  epithelial cells; M =  muscular mucosa; L =  lumen. Asterisks mark site of 
insert. Scale bar: 50 μ m (inserts 10 μ m).
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Only Prdm1 and Iftm3, often regarded as germline markers38, were present in freshly isolated ovarian cells fol-
lowing FACS with DDX4C25 antibody. Prdm1 is the key regulator of primordial germ cells (PGCs) in the embryo39 
but it is also linked to stem cell pluripotency and maturation in non-germline cells40–48. Here it was not a specific 
marker of the germline as it could be detected in dermal fibroblasts. Although PRDM1 has previously often 
been described as nuclear, it can associate with Prmt5 and together translocate to the cytoplasm for epigenetic 
reprogramming of PGCs49. It may be that this mechanism, or an equivalent, is leading to the perinuclear distri-
bution observed here. Ifitm3 is also involved in the differentiation of the first PGCs in the embryo50 but has been 
reported in somatic tissues also to mediate immune responses to viruses, either preventing the cytosolic entry33 
or restricting the early replication of influenza A and flaviviruses32. On the contrary, Dppa3, Ddx4 and Dazl have 
no somatic expression, and they appear to refine the functionality of PGCs to produce oocytes: Dppa3 helps to 
maintain pluripotency51, whereas Ddx4 and Dazl maintain the proliferation of germ stem cells52,53 and cause entry 
into meiosis54–56. Therefore, expression of Prdm1 and Ifitm3 should not be correlated with an adult germ stem cell 
identity in the absence of corroborative markers such as Dppa3, Ddx4 and Dazl.

Interestingly, some groups have used IFITM3 to MACS-sort OSCs instead of DDX457–60. The ubiquitous 
expression that we have observed here in the ovary, oviduct and kidney suggests that this is not an ideal method, 
and may additionally isolate somatic cells.

Since some pre-meiotic markers, including Ddx4, were activated in cultured OSCs, but not in 
DDX4C25-negative cells cultured for the same period of time (data not shown), we speculate that culture may have 
some effect on the ability of the OSCs to self-reprogram, also proposed by Hernandez et al14.We conclude that 
OSCs isolated using DDX4C25 antibody are a subpopulation of somatic ovarian cells, containing a reactive unchar-
acterised epitope – this may be a member of the DDX family but is not DDX4. These cells can establish DDX4 
expression in culture, but die without developing germline markers. It is possible that such expression is a product 
of continued culture, rather than an inherent property of the cells themselves, which turns on DDX4 expression. It 
is highly unlikely that these putative OSCs play any physiological role in maintaining any adult oocyte pool as first 
reported 4, and when isolated show no redeeming features to suggest they have stem cell capacity.

Materials and Methods
Animals. C57BL/6 three-to-four-weeks-old female mice, 12-to-20-weeks-old male mice and time-mated 
E16.5 embryos (Charles Rivers, UK) were used. All experimental protocols were approved by the University of 
Southampton Animal Ethics Committee and carried out in accordance with UK Home Office regulations and the 
UK Animals (Scientific Procedures) Act of 1986 (ASPA) under UK Home Office licences.

Isolation of OSCs. For each FACS, 12 ovaries were digested, blocked and incubated with 1:10 rabbit 
DDX4C25 antibody (ab13840; Abcam) adjusted to a concentration of 1 mg mL−1, then washed and incubated with 
1:250 Alexa Fluor 633 goat anti-rabbit IgG (A21070; Invitrogen, UK). Putative OSCs were sorted using a BD 
Biosciences FACSAria I (Beckton Dickinson, UK) cytometer, after gating the negative controls (Supplementary 
Fig. S2)58. Data were analysed using the FLOWJO software (FLOWJO LLC, USA).

OSC cell culture. FACS-sorted DDX4C25-positive cells were seeded onto MEF-free 24-well plates (Corning, 
UK) and cultured in OSC culture medium as described previously58.

Immunohistochemistry. Formaldehyde-fixed tissue sections, DDX4C25-positive cells and oocytes were 
incubated with antibodies for the detection of DAZL (ab34139; Abcam), DDX4 (DDX4C25 antibody, ab13840; 
Abcam and DDX4351 antibody, 17545-1-AP; ProteinTech, UK), DPPA3 (ab19878; Abcam), IFITM3 (ab15592; 
Abcam) and PRDM1 (PA5-20310; ThermoFisher, UK). All images were acquired using a Leica SP8 microscope 
with hybrid detectors and x63 oil immersion lens. Fluorochromes were imaged sequentially. Images were then 
analysed on ImageJ (NIH, USA).

Gene expression analysis. Total RNA was isolated with TRIzol reagent (Life Technologies, UK) and 
reverse-transcribed with M-MLV Reverse Transcriptase (Promega, UK). Assessment of gene expression was per-
formed by conventional polymerase chain reaction (PCR) using GoTaq DNA Polymerase (Promega, UK). Primer 
sequences and PCR conditions can be found in the SI Materials and Methods.

Statistics. All experiments were independently replicated at least three times. Data from the FACS sorting 
replicates were expressed as the mean ±  s.e.m. and calculated on GraphPad Prism (GraphPad Software, Inc., USA).

References
1. Zuckerman, S. The number of oocytes in the mature ovary. Recent Prog. Horm. Res. 6, 63–108 (1951).
2. Morgan, S., Anderson, R. A., Gourley, C., Wallace, W. H. & Spears, N. How do chemotherapeutic agents damage the ovary? Hum. 

Reprod. Update 18, 525–535 (2012).
3. Wallace, W. H. B. & Kelsey, T. W. Human ovarian reserve from conception to the menopause. PLoS One 5, 1–9 (2010).
4. Johnson, J., Canning, J., Kaneko, T., Pru, J. K. & Tilly, J. L. Germline stem cells and follicular renewal in the postnatal mammalian 

ovary. Nature 428, 145–150 (2004).
5. Telfer, E. E. et al. On regenerating the ovary and generating controversy. Cell 122, 821–822 (2005).
6. Tilly, J. L., Niikura, Y. & Rueda, B. R. The current status of evidence for and against postnatal oogenesis in mammals: a case of 

ovarian optimism versus pessimism? Biol. Reprod. 80, 2–12 (2009).
7. Eggan, K., Jurga, S., Gosden, R., Min, I. M. & Wagers, A. J. Ovulated oocytes in adult mice derive from non-circulating germ cells. 

Nature 441, 1109–1114 (2006).
8. Johnson, J. et al. Oocyte generation in adult mammalian ovaries by putative germ cells in bone marrow and peripheral blood. Cell 

122, 303–315 (2005).
9. Lei, L. & Spradling, A. C. Female mice lack adult germ-line stem cells but sustain oogenesis using stable primordial follicles. Proc. 

Natl. Acad. Sci. 110, 8585–8590 (2013).



www.nature.com/scientificreports/

8Scientific RepoRts | 6:27991 | DOI: 10.1038/srep27991

10. Zhang, H. et al. Life-long in vivo cell-lineage tracing shows that no oogenesis originates from putative germline stem cells in adult 
mice. Proc. Natl. Acad. Sci. 111, 17983–17988 (2014).

11. Zou, K. et al. Production of offspring from a germline stem cell line derived from neonatal ovaries. Nat. Cell Biol. 11, 631–636 
(2009).

12. White, Y. A. R. et al. Oocyte formation by mitotically active germ cells purified from ovaries of reproductive-age women. Nat. Med. 
18, 413–421 (2012).

13. Park, E., Woods, D. C. & Tilly, J. L. Bone morphogenetic protein 4 promotes mammalian oogonial stem cell differentiation via 
Smad1/5/ 8 signaling. Fertil. Steril. 100, 1468 – 1475 (2013).

14. Hernandez, S. F. et al. Characterization of extracellular DDX4- or Ddx4-positive ovarian cells. Nat. Med. 21, 1114–1116 (2015).
15. Zhang, H. et al. Adult human and mouse ovaries lack DDX4-expressing functional oogonial stem cells. Nat. Med. 21, 1116–1118 

(2015).
16. Zhang, H. et al. Experimental evidence showing that no mitotically active female germline progenitors exist in postnatal mouse 

ovaries. Proc. Natl. Acad. Sci. 109, 12580–12585 (2012).
17. Imudia, A. N. et al. Comparative gene expression profiling of adult mouse ovary-derived oogonial stem cells supports a distinct 

cellular identity. Fertil. Steril. 100, 1451–1458 (2013).
18. Khosravi-Farsani, S., Amidi, F., Habibi Roudkenar, M. & Alighori, S. Isolation and enrichment of mouse female germ line stem cells. 

Cell J. 16, 406–415 (2015).
19. Park, E. & Tilly, J. L. Use of DEAD-box polypeptide-4 (Ddx4) gene promoter-driven fluorescent reporter mice to identify mitotically 

active germ cells in postnatal mouse ovaries. Mol. Hum. Reprod. 21, 58–65 (2014).
20. Zhang, Y. et al. Production of transgenic mice by random recombination of targeted genes in female germline stem cells. J. Mol. Cell 

Biol. 3, 132–141 (2011).
21. Cordin, O., Banroques, J., Tanner, N. K. & Linder, P. The DEAD-box protein family of RNA helicases. Gene 367, 17–37 (2006).
22. Linder, P. & Lasko, P. Bent out of shape: RNA unwinding by the DEAD-box helicase Vasa. Cell 125, 219–221 (2006).
23. Castrillon, D. H., Quade, B. J., Wang, T. Y., Quigley, C. & Crum, C. P. The human VASA gene is specifically expressed in the germ cell 

lineage. Proc. Natl. Acad. Sci. 97, 9585–9590 (2000).
24. Fujiwara, Y. et al. Isolation of a DEAD-family protein gene that encodes a murine homolog of Drosophila vasa and its specific 

expression in germ cell lineage. Proc. Natl. Acad. Sci. 91, 12258–12262 (1994).
25. Xie, W., Wang, H. & Wu, J. Similar morphological and molecular signatures shared by female and male germline stem cells. Sci. Rep. 

4, 5580 (2014).
26. Abban, G. & Johnson, J. Stem cell support of oogenesis in the human. Hum. Reprod. 24, 2974–2978 (2009).
27. de Jonge, H. J. M. et al. Evidence based selection of housekeeping genes. PLoS One 2, e898 (2007).
28. Baltus, A. E. et al. In germ cells of mouse embryonic ovaries, the decision to enter meiosis precedes premeiotic DNA replication. Nat. 

Genet. 38, 1430–1434 (2006).
29. Dokshin, G. a, Baltus, A. E., Eppig, J. J. & Page, D. C. Oocyte differentiation is genetically dissociable from meiosis in mice. Nat. 

Genet. 45, 877–883 (2013).
30. Dean, J. Oocyte-specific genes regulate follicle formation, fertility and early mouse development. J. Reprod. Immunol. 53, 171–180 

(2002).
31. Rajkovic, A., Pangas, S. A., Ballow, D., Suzumori, N. & Matzuk, M. M. NOBOX deficiency disrupts early folliculogenesis and oocyte-

specific gene expression. Science (80-). 305, 1157–1159 (2004).
32. Brass, A. L. et al. The IFITM proteins mediate cellular resistance to influenza A H1N1 virus, West Nile virus and dengue virus. Cell 

139, 1243–1254 (2009).
33. Feeley, E. M. et al. IFITM3 inhibits influenza A virus infection by preventing cytosolic entry. PLoS Pathog. 7, e1002337 (2011).
34. Hashimoto, H. et al. Germ cell specific protein VASA is over-expressed in epithelial ovarian cancer and disrupts DNA damage-

induced G2 checkpoint. Gynecol. Oncol. 111, 312–319 (2008).
35. Roos, S., Lindgren, S. & Jonsson, H. Autoaggregation of Lactobacillus reuteri is mediated by a putative DEAD-box helicase. Mol. 

Microbiol. 32, 427–436 (1999).
36. Miazek, A., Brockhaus, M., Langen, H., Braun, A. & Kisielow, P. Identification of a T cell lineage-specific RNA/DNA helicase and its 

cell surface expression during intrathymic education of alpha beta and gamma delta T cells. Eur J Immunol 27, 3269–3282 (1997).
37. Fakih, M. H. et al. The AUGMENT (SM) Treatment: Physician Reported Outcomes of the Initial Global Patient Experience. JFIV 

Reprod. Med. Genet. 3, 154 (2015).
38. Hayashi, K., de Sousa Lopes, S. M. C. & Surani, M. A. Germ cell specification in mice. Science (80-). 316, 394–396 (2007).
39. Ohinata, Y. et al. Blimp1 is a critical determinant of the germ cell lineage in mice. Nature 436, 207–213 (2005).
40. Miyauchi, Y. et al. Conditional inactivation of Blimp1 in adult mice promotes increased bone mass. J. Biol. Chem. 287, 28508–28517 

(2012).
41. Muncan, V. et al. Blimp1 regulates the transition of neonatal to adult intestinal epithelium. Nat. Commun. 2, 452 (2011).
42. Parfitt, G. J. et al. Immunofluorescence tomography of mouse ocular surface epithelial stem cells and their niche microenvironment. 

Investig. Opthalmology Vis. Sci. 56, 7338–7344 (2015).
43. Kim, S. J. Immunological function of Blimp-1 in dendritic cells and relevance to autoimmune diseases. Immunol. Res. 63, 113–120 

(2015).
44. Turner, C. A., Mack, D. H. & Davis, M. M. Pillars article: Blimp-1, a novel zinc finger-containing protein that can drive the 

maturation of B lymphocytes into immunoglobulin-secreting cells. Cell 77, 297–306 (1994).
45. Horsley, V. et al. Blimp1 defines a progenitor population that governs cellular input to the sebaceous gland. Cell 126, 597–609 (2006).
46. Martins, G. a et al. Transcriptional repressor Blimp-1 regulates T cell homeostasis and function. Nat. Immunol. 7, 457–465 (2006).
47. Chang, D. H., Angelin-Duclos, C. & Calame, K. BLIMP-1: trigger for differentiation of myeloid lineage. Nat. iImunology 1, 169–176 

(2000).
48. Robertson, E. J. et al. Blimp1 regulates development of the posterior forelimb, caudal pharyngeal arches, heart and sensory vibrissae 

in mice. Development 134, 4335–4345 (2007).
49. Ancelin, K. et al. Blimp1 associates with Prmt5 and directs histone arginine methylation in mouse germ cells. Nat Cell Biol 8, 

623–630 (2006).
50. Tanaka, S. S. & Matsui, Y. Developmentally regulated expression of mil-1 and mil-2, mouse interferon-induced transmembrane 

protein like genes, during formation and differentiation of primordial germ cells. Mech. Dev. 119 Suppl, S261–S267 (2002).
51. Saitou, M., Barton, S. C. & Surani, M. A. A molecular programme for the specification of germ cell fate in mice. Nature 418, 293–300 

(2002).
52. Tanaka, S. S. et al. The mouse homolog of Drosophila Vasa is required for the development of male germ cells. Genes Dev. 14, 

841–853 (2000).
53. Haston, K. M., Tung, J. Y. & Reijo Pera, R. a. Dazl functions in maintenance of pluripotency and genetic and epigenetic programs of 

differentiation in mouse primordial germ cells in vivo and in vitro. PLoS One 4, e5654 (2009).
54. Reynolds, N. et al. Dazl binds in vivo to specific transcripts and can regulate the pre-meiotic translation of Mvh in germ cells. Hum. 

Mol. Genet. 14, 3899–3909 (2005).
55. Koubova, J. et al. Retinoic acid activates two pathways required for meiosis in mice. PLoS Genet. 10, e1004541 (2014).



www.nature.com/scientificreports/

9Scientific RepoRts | 6:27991 | DOI: 10.1038/srep27991

56. Medrano, J. V., Ramathal, C., Nguyen, H. N., Simon, C. & Reijo Pera, R. A. Divergent RNA-binding proteins, DAZL and VASA, 
induce meiotic progression in human germ cells derived in vitro. Stem Cells 30, 441–451 (2012).

57. Lu, Z. et al. Improvement in isolation and identification of mouse oogonial stem cells. Stem Cells Int. 2016, 2749461 (2016).
58. Woods, D. C. & Tilly, J. L. Isolation, characterization and propagation of mitotically active germ cells from adult mouse and human 

ovaries. Nat. Protoc. 8, 966–988 (2013).
59. Zhou, L. et al. Production of fat-1 transgenic rats using a post-natal female germline stem cell line. Mol. Hum. Reprod. 20, 271–281 

(2014).
60. Zou, K., Hou, L., Sun, K., Xie, W. & Wu, J. Improved efficiency of female germline stem cell purification using fragilis-based 

magnetic bead sorting. Stem Cells Dev. 20, 2197–2204 (2011).

Acknowledgments
This study was supported by a grant to K.T.J. from the University of Southampton.

Author Contributions
K.T.J., S.I.R.L., J.A.M. and L.Z.-G. designed research; L.Z.-G. performed research; J.A.M. and L.Z.G. contributed 
new reagents/analytic tools; K.T.J., S.I.R.L. and L.Z.-G. analysed data; K.T.J., S.I.R.L., J.A.M. and L.Z.-G. wrote 
the paper.

Additional Information
Supplementary information accompanies this paper at http://www.nature.com/srep
Competing financial interests: The authors declare no competing financial interests.
How to cite this article: Zarate-Garcia, L. et al. FACS-sorted putative oogonial stem cells from the ovary are 
neither DDX4-positive nor germ cells. Sci. Rep. 6, 27991; doi: 10.1038/srep27991 (2016).

This work is licensed under a Creative Commons Attribution 4.0 International License. The images 
or other third party material in this article are included in the article’s Creative Commons license, 

unless indicated otherwise in the credit line; if the material is not included under the Creative Commons license, 
users will need to obtain permission from the license holder to reproduce the material. To view a copy of this 
license, visit http://creativecommons.org/licenses/by/4.0/

http://www.nature.com/srep
http://creativecommons.org/licenses/by/4.0/

	FACS-sorted putative oogonial stem cells from the ovary are neither DDX4-positive nor germ cells
	Results
	DDX4 is cytoplasmic in oocytes and appears oocyte-specific in the mouse ovary. 
	Modelling of DDX4 does not support a C-terminal extracellular domain. 
	Isolation of a small population of DDX4C25-positive cells from the ovary. 
	Putative OSCs develop some germ cell markers in culture. 
	Oviductal epithelium immunoreacts to DDX4C25 antibody but does not express Ddx4. 
	Putative OSCs and oviductal epithelium are not DDX4-positive. 

	Discussion
	Materials and Methods
	Animals. 
	Isolation of OSCs. 
	OSC cell culture. 
	Immunohistochemistry. 
	Gene expression analysis. 
	Statistics. 

	Acknowledgments
	Author Contributions
	Figure 1.  DDX4 is a germline cytoplasmic marker in oocytes.
	Figure 2.  Evaluation of fresh and cultured DDX4C25-positive cells.
	Figure 3.  Evaluation of germline-specific markers in the oviduct.
	Figure 4.  DDX4C25-positive FACS-sorted cells cannot be detected by another C-terminal DDX4351 antibody.



 
    
       
          application/pdf
          
             
                FACS-sorted putative oogonial stem cells from the ovary are neither DDX4-positive nor germ cells
            
         
          
             
                srep ,  (2016). doi:10.1038/srep27991
            
         
          
             
                Larissa Zarate-Garcia
                Simon I. R. Lane
                Julie A. Merriman
                Keith T. Jones
            
         
          doi:10.1038/srep27991
          
             
                Nature Publishing Group
            
         
          
             
                © 2016 Nature Publishing Group
            
         
      
       
          
      
       
          © 2016 Macmillan Publishers Limited
          10.1038/srep27991
          2045-2322
          
          Nature Publishing Group
          
             
                permissions@nature.com
            
         
          
             
                http://dx.doi.org/10.1038/srep27991
            
         
      
       
          
          
          
             
                doi:10.1038/srep27991
            
         
          
             
                srep ,  (2016). doi:10.1038/srep27991
            
         
          
          
      
       
       
          True
      
   




