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All the samples checked for quality and quantity before subjected to

Infinium HumanMethylation450 BeadChip Array
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Analysis by combining B,

and B, +folic acid groups

8609 DMCpGs
and 3911 DMRs*
identified

Selected DMCpG loci
were technically validated
by pyrosequencing

Unique probe ID related
to DMCpGs were
used for pathway analysis
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Replication Cohort; Chikki Trial
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Replication of selected loci F70, TCF7L2, |
miR21 and SKI by pyrosequencing





