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Fig 1
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Fig 2
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Fig 3
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Fig 4

b  Defective establishment in oocyte caused by transcription alteration

a  Defective erasure in PGCs

d  Defective maintenance in pre-implantation embryo caused by oocyte factor

e  Defective maintenance in pre-implantation embryo caused by zygotic factor

f  Defective maintenance in pre-implantation embryo caused by alteration of factor
    binding to methylated IC

g  Defective maintenance in post-implantation embryo caused by alteration of factor
     binding to unmethylated IC

c  Defective establishment in oocyte caused by oocyte factor
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Fig 5
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Fig 6
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