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MSKKIIYLLSLLMALSLVFAGCKKASTAPGGEGPTKEDEVKPPTNLGGTGLFTDSGELDKYKGDPIQKSTEVAKYENGNYMRNP

VITVVGGSTVVVFYEIRYQTAGAGNDVALTGENAVSIAYVQSKDSGISFSTTGMGEIKYVGGAASSGAADAHGAPIVFNTGDKI

IVVASAGIGLSSGVYNGNDKVSKLQYSVATITGNTVGEFGAWKDIVPEDKGTITTAGYTQFGTHSARGTVADDGTLLLPVTLAN

YQQSPSKFGYVLYTGTVNGDKVTWTQKGNKVDMPNSSGVVKETRIPKGTSESDYVYLAVSSDTVRISQGKGANSISSANIQGSD

GSVGTLVVPNWQGAASYDPSNYATNSGTKQAILSHVLGTEQNLAIRLVDENFASQTSGNFALGGAYEANAKSSSMDVLKDGTIV

MIAEGGKVTDAATRPFYIYFSRFSQAYIASKTSGK
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DTLNKEGKADGFELNAIGKSGSIDVLGDGTVVTAAEEGNNGDRNYYTSFTRYSQSYLASILQ
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LGDGTVVTAAEEGNNGDRNYYTSFTRYSQSYLASILQ
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MMKKIFVLILMSLNTLILNANINSILNQNKTYEIYKADYKEKTFNAVRYINNNYSKDKIKAKNIYSTSSIDVYLENGLTVDE

KILKEILSQTMKAYELEKYLYGDIKTKLILLIMDINGGHTGAKPYMQGYSIFEGNYNEIENENKNIIFLDYINGWDNVDSVL

NTIIHELQHIIHYSNLRESKKTDFDVWVDEALSEAAVIAYRGYLPENRLQYYNSDSMYLITKGDYFVNWSSGYTVHKYATVS

LFMYWLAIHSKNGFEIYKDIANAPEEYKHTYKAILYAANKNIKQFKDWSELYATWLEANYKNEASGLYGYKGIINTKPKVIT

ASANFPMSPGAAIYVQGDFFSDDKLLRYVELGNNVYVVYNPDVNAKGKDRYLILNSYY
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Threshold: 1.000 Window: 12

MMKKIFVLILMSLNTLILNANINSILNQNKTYEIYKADYKEKTFNAVRYINNNYSKDKIKAKNIYSTSSIDVYLENGLTVDEKI

LKEILSQTMKAYELEKYLYGDIKTKLILLIMDINGGHTGAKPYMQGYSIFEGNYNEIENENKNIIFLDYINGWDNVDSVLNTII

HELQHIIHYSNLRESKKTDFDVWVDEALSEAAVIAYRGYLPENRLQYYNSDSMYLITKGDYFVNWSSGYTVHKYATVSLFMYWL

AIHSKNGFEIYKDIANAPEEYKHTYKAILYAANKNIKQFKDWSELYATWLEANYKNEASGLYGYKGIINTKPKVITASANFPMS

PGAAIYVQGDFFSDDKLLRYVELGNNVYVVYNPDVNAKGKDRYLILNSYY
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MKKVLLILFAACYLIYGQDTNITNENIKDSEDYQLAQRYRELAIEAHNAGDYTQSVEFSKQSKEYSDKVIAKFGVYGLVLNAQRY

AERNLALLKGVGGDTNESSISLYEDSVMDYESGNTIFNAATNDTDYSNSITKYTDSSLKSKLGYDLVSIGLRRDYLINEGAITNA

DSNDNKILNLRYNAVMFSKAKDYNNSISNANEAINILDMLEAPIAYAKAQEALNKAKEDGYNETKMTNYNQASTTLIFAKQALDG

EDFSNSLFNSKLVIEMVNAMYNGADYNQETTIVETTGVLFPKYYKVQYRKVGTDSLWKIASYDFIYGDGNLWKKIYEANKDKIKD

PNIIINGQILLIPSLKGETRDGTYDSNNEYGNIKDIK
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Threshold: 1.000 Window: 12

MKKVLLILFAACYLIYGQDTNITNENIKDSEDYQLAQRYRELAIEAHNAGDYTQSVEFSKQSKEYSDKVIAKFGVYGLVLNAQR

YAERNLALLKGVGGDTNESSISLYEDSVMDYESGNTIFNAATNDTDYSNSITKYTDSSLKSKLGYDLVSIGLRRDYLINEGAIT

NADSNDNKILNLRYNAVMFSKAKDYNNSISNANEAINILDMLEAPIAYAKAQEALNKAKEDGYNETKMTNYNQASTTLIFAKQA

LDGEDFSNSLFNSKLVIEMVNAMYNGADYNQETTIVETTGVLFPKYYKVQYRKVGTDSLWKIASYDFIYGDGNLWKKIYEANKD

KIKDPNIIINGQILLIPSLKGETRDGTYDSNNEYGNIKDIK



Threshold: 0.85 Window: 14
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MKKVLLILFAACYLIYGQDTNITNENIKDSEDYQLAQRYRELAIEAHNAGDYTQSVEFSKQSKEYSDKVIAKFGVYGLVLNAQR
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MIRKLFYIIFIILFCSNLFSQIVKNEISEKYIKENIAVFEIQDVSTGYSKDLGKKVTTLIENSLTRMKRFNIVDRENLYKY

LKEMELQLTGITDEQVIEMGKIYGYSKAITGKITHSSTRYDYDSDDGTGTIYANVDLVLQIVDVSTTKILYSSKVSGSSYY

SIDRYPSQAFRDAAIDEACNDLVYKVSAKMRNIFKITLKISDITDGNIILLAGYDHGLTKNTRFKVYSKSEDIVLPSGNVI

EGQYKQKGTLRIKDMGSEYSIATISRGRNIQVGDIVRETYIGNFIFGLNINYASYKINPLVKEFQGTNSAGGKIKVNLNKN

DYALGMHLKFGYDFQLFSPNLSMGLLFGDFFKTSYGIDTRFNFDINIKIYQEIVRFVLTPYVGLGVTFTDIGEVYGGDYRN

GNLLIPNGTKIKSTDVMLGIGLLANIQYNITDTLGINAGVGYRFYTKPINAGTYYEDNSFNMPEEIKTVNLTGLEFMVGVY

GLF
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KGTLRIKDMGSEYSIATISRGRNIQVGDIVRETYIGNFIFGLNINYASYKINPLVKEFQGTNSAGGKIKVNLNKNDYALGMHL

KFGYDFQLFSPNLSMGLLFGDFFKTSYGIDTRFNFDINIKIYQEIVRFVLTPYVGLGVTFTDIGEVYGGDYRNGNLLIPNGTK

IKSTDVMLGIGLLANIQYNITDTLGINAGVGYRFYTKPINAGTYYEDNSFNMPEEIKTVNLTGLEFMVGVYGLF



Threshold: 0.85 Window: 14
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MIRKLFYIIFIILFCSNLFSQIVKNEISEKYIKENIAVFEIQDVSTGYSKDLGKKVTTLIENSLTRMKRFNIVDRENLYKYLK

EMELQLTGITDEQVIEMGKIYGYSKAITGKITHSSTRYDYDSDDGTGTIYANVDLVLQIVDVSTTKILYSSKVSGSSYYSIDR

YPSQAFRDAAIDEACNDLVYKVSAKMRNIFKITLKISDITDGNIILLAGYDHGLTKNTRFKVYSKSEDIVLPSGNVIEGQYKQ

KGTLRIKDMGSEYSIATISRGRNIQVGDIVRETYIGNFIFGLNINYASYKINPLVKEFQGTNSAGGKIKVNLNKNDYALGMHL

KFGYDFQLFSPNLSMGLLFGDFFKTSYGIDTRFNFDINIKIYQEIVRFVLTPYVGLGVTFTDIGEVYGGDYRNGNLLIPNGTK
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MIKKILIIVVICLSFANISYSFQNGVYISPKFIYSIKGNNNMFVGAGAS

IGYNFNILSKYSPIRVEFEYLYKNGLEVNNYPNNIDNINIHSMLFNAYY

DINLIYINYDGEENNIYRNGKRHIMTISLGFSLGGNIDYSLSSSFNEKF

GLVKNYSYSDNFAFMYGPNISFGFHLNPTITLELGYRLLLDTAINLNHD

VLLFMRLNF
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MIKKILIIVVICLSFANISYSFQNGVYISPKFIYSIKGNNNMFVGAGASIGYNFNILSKYSPIRVEFEYLYKNGLEVNNYPNNI

DNINIHSMLFNAYYDINLIYINYDGEENNIYRNGKRHIMTISLGFSLGGNIDYSLSSSFNEKFGLVKNYSYSDNFAFMYGPNIS

FGFHLNPTITLELGYRLLLDTAINLNHDVLLFMRLNF



Threshold: 0.85 Window: 16
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HIMTISLGFSLGGNIDYSLSSSFNEKFGLVKNYSYSDNFAFMYGPNISFGFHLNPTITLE
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MKDPILFDSNSSVVNTNKYAETLDYLSLVLKSTNILNIYIEGHIDSSEVRYMNKNTVYNL

STTNNILYLYDRNNEVDLSYLRSLAVGDLLTDNDNKLKAIGLQNLIDYGTPEQNRRVEFV

IIENSNDMYMYTNYIYNLY









Threshold: 1.000 Window: 12

MKDPILFDSNSSVVNTNKYAETLDYLSLVLKSTNILNIYIEGHIDSSEVRYMNKNTVYNLSTT

NNILYLYDRNNEVDLSYLRSLAVGDLLTDNDNKLKAIGLQNLIDYGTPEQNRRVEFVIIENSN

DMYMYTNYIYNLY
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MKDPILFDSNSSVVNTNKYAETLDYLSLVLKSTNILNIYIEGHIDSSEVRYMNKNTVYN

LSTTNNILYLYDRNNEVDLSYLRSLAVGDLLTDNDNKLKAIGLQNLIDYGTPEQNRRVE

FVIIENSNDMYMYTNYIYNLY
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MPKIEDLERLGSLAFIIGNKNLPKELSQEDYNNFKSVFTDEYMANSTPNNDDDVPSIDDLDNLDNLDLPDDNTNDNLGLSDD

LGLPEELDTADNLDNNNTELDNLPDSTNDDLGLPDDLGLPEELNTADNLDNNNTELDNLPDSIDDDLGLPDDLGLPDDLDDI

KNDNKKLDNDTDLTNLDLPKDKELENKLNSEINDSYNSKLNNNIPDLPILDDLPLPESLDDYSNDSNDSIEETITDDIDNLA

DNLPDDLDDTLEEEIINNDSNLDDLDNLESILDDDTSEKEESKQEDTDNLDDLESILDDDTNEKEEPKQEDTDNLDDLESIL

DDDTSEKEEPKQEDTDNLDDLESILDDDTSEKEEPKQEDTDNLDDLDSILDDDTSEKEEPKQEDTDNLDDLDSILDDNAKEE

SNNNLETALDDDIKTQDADELENNIDNNSLESNNDNLMVENVAGNVRIIEEENTLPSPDSADSLGESKYEDVDKDINDDEVI

DNIKRLSPITRYHVLDAILNEKLSKNSMQKLLKALEKGESNEYITDFINNELGLSISDSRGGLLDIIPIPSSLKEYAKIIRI

AAIFLVLFVGVVLFSYQFIYKPVLANRYFKMGLENIYNSQFDEAERNFAKGDRLTPKKIKWYNKYAKEYIDRSAFDYALKKL

ETSVDIKPRNIDTRLLFGYYYRNKGEKELSEEDYNSGEELYNNLMTYTDKEKDLKRIYDDLGVLMISRAKTLVEPNYYNNAY

ENYREMINKFGDNVIPRKRVMLIKIYQDNYQDVKDLQNHINRLKNGYIDDDVYPKLAKYLLDKDDFYGARKLFEKLLAKYTN

NLESIVGYADYEARLKHYDRAKEILINSALPLYTSNPYNVGEEYVYNMLGQIYYNLKEYGSAINNFKLALEKNSLYPDANFN

LANLYFYQDNDYKKAKEHYKIAYDNLAPDLRSDQLLYNLSWLYYLDGEYDLAFQGFNDLFYKNPDNSIVSYALGNSLLHLDR

ANLANGFYRNALNKALESRRDKFEMRTEKDFMFISYLASLHNNIGVSYAYNSVVSNKIENEQMAFKNFVVASEYFDQLRTSN

IDLDMAEKRTVNIDNQNIGASKYNMMAIQSKRNLKNSVIIDDYIPKTMFNLK











Threshold: 1.000 Window: 12

MPKIEDLERLGSLAFIIGNKNLPKELSQEDYNNFKSVFTDEYMANSTPNNDDDVPSIDDLDNLDNLDLPDDNTNDNLGLSDDLGLPEELDTADNLDNNNTELDNLPDSTND

DLGLPDDLGLPEELNTADNLDNNNTELDNLPDSIDDDLGLPDDLGLPDDLDDIKNDNKKLDNDTDLTNLDLPKDKELENKLNSEINDSYNSKLNNNIPDLPILDDLPLPES

LDDYSNDSNDSIEETITDDIDNLADNLPDDLDDTLEEEIINNDSNLDDLDNLESILDDDTSEKEESKQEDTDNLDDLESILDDDTNEKEEPKQEDTDNLDDLESILDDDTS

EKEEPKQEDTDNLDDLESILDDDTSEKEEPKQEDTDNLDDLDSILDDDTSEKEEPKQEDTDNLDDLDSILDDNAKEESNNNLETALDDDIKTQDADELENNIDNNSLESNN

DNLMVENVAGNVRIIEEENTLPSPDSADSLGESKYEDVDKDINDDEVIDNIKRLSPITRYHVLDAILNEKLSKNSMQKLLKALEKGESNEYITDFINNELGLSISDSRGGL

LDIIPIPSSLKEYAKIIRIAAIFLVLFVGVVLFSYQFIYKPVLANRYFKMGLENIYNSQFDEAERNFAKGDRLTPKKIKWYNKYAKEYIDRSAFDYALKKLETSVDIKPRN

IDTRLLFGYYYRNKGEKELSEEDYNSGEELYNNLMTYTDKEKDLKRIYDDLGVLMISRAKTLVEPNYYNNAYENYREMINKFGDNVIPRKRVMLIKIYQDNYQDVKDLQNH

INRLKNGYIDDDVYPKLAKYLLDKDDFYGARKLFEKLLAKYTNNLESIVGYADYEARLKHYDRAKEILINSALPLYTSNPYNVGEEYVYNMLGQIYYNLKEYGSAINNFKL

ALEKNSLYPDANFNLANLYFYQDNDYKKAKEHYKIAYDNLAPDLRSDQLLYNLSWLYYLDGEYDLAFQGFNDLFYKNPDNSIVSYALGNSLLHLDRANLANGFYRNALNKA

LESRRDKFEMRTEKDFMFISYLASLHNNIGVSYAYNSVVSNKIENEQMAFKNFVVASEYFDQLRTSNIDLDMAEKRTVNIDNQNIGASKYNMMAIQSKRNLKNSVIIDDYI

PKTMFNLK



Threshold: 0.85 Window: 14



>fig|6666666.171271.peg.693

MPKIEDLERLGSLAFIIGNKNLPKELSQEDYNNFKSVFTDEYMANSTPNNDDDVPSIDDLDNLDNLDLPDDNTNDNLGLSDDLG

LPEELDTADNLDNNNTELDNLPDSTNDDLGLPDDLGLPEELNTADNLDNNNTELDNLPDSIDDDLGLPDDLGLPDDLDDIKNDN

KKLDNDTDLTNLDLPKDKELENKLNSEINDSYNSKLNNNIPDLPILDDLPLPESLDDYSNDSNDSIEETITDDIDNLADNLPDD

LDDTLEEEIINNDSNLDDLDNLESILDDDTSEKEESKQEDTDNLDDLESILDDDTNEKEEPKQEDTDNLDDLESILDDDTSEKE

EPKQEDTDNLDDLESILDDDTSEKEEPKQEDTDNLDDLDSILDDDTSEKEEPKQEDTDNLDDLDSILDDNAKEESNNNLETALD

DDIKTQDADELENNIDNNSLESNNDNLMVENVAGNVRIIEEENTLPSPDSADSLGESKYEDVDKDINDDEVIDNIKRLSPITRY

HVLDAILNEKLSKNSMQKLLKALEKGESNEYITDFINNELGLSISDSRGGLLDIIPIPSSLKEYAKIIRIAAIFLVLFVGVVLF

SYQFIYKPVLANRYFKMGLENIYNSQFDEAERNFAKGDRLTPKKIKWYNKYAKEYIDRSAFDYALKKLETSVDIKPRNIDTRLL

FGYYYRNKGEKELSEEDYNSGEELYNNLMTYTDKEKDLKRIYDDLGVLMISRAKTLVEPNYYNNAYENYREMINKFGDNVIPRK

RVMLIKIYQDNYQDVKDLQNHINRLKNGYIDDDVYPKLAKYLLDKDDFYGARKLFEKLLAKYTNNLESIVGYADYEARLKHYDR

AKEILINSALPLYTSNPYNVGEEYVYNMLGQIYYNLKEYGSAINNFKLALEKNSLYPDANFNLANLYFYQDNDYKKAKEHYKIA

YDNLAPDLRSDQLLYNLSWLYYLDGEYDLAFQGFNDLFYKNPDNSIVSYALGNSLLHLDRANLANGFYRNALNKALESRRDKFE

MRTEKDFMFISYLASLHNNIGVSYAYNSVVSNKIENEQMAFKNFVVASEYFDQLRTSNIDLDMAEKRTVNIDNQNIGASKYNMM

AIQSKRNLKNSVIIDDYIPKTMFNLK

PROTEINA  9



>fig|6666666.171271.peg.2613

MKKTIYIIFLILSIISCNNNNKTTSNNEISISLGGEPKTLDPTLNSLSFGSIYMIHFFEGLTKKDKNDEVTASMAKSWDISED

GLTYTFYLRDDAKWSDGEKVKAQDFEYALKRAADPKTAATYSHMLNVVKNGSLVISGKTNIDALGVKAIDDSTLEIVLENPTP

YFLEYLSVSSAYFPVRKDIVEKYGDDWSRNPETYIVNGAYVMTERKTDEKIVMEVNTNYYDKESIVAKKINVIIMSDSNTSLA

AIKRGDIQFSVIEAPLGEISSLIKENYILQEPAYGIYFLEINSKKGVLTNKNIRKALALAFDRNYIISNITKMNQTPAYAFVP

YGMKDGDGKDFRENGSNYLDLGSYDANIKEAKRLMELSGYTNGDNFPVLEIRTTPGYFTLICEAMQEMYKENLGIDVTIKSEE

YNETFQAMVEKNYDLARTGWTADYSDPLAMISFFSEVSAVNNSGFSSREFNDLLKFASSTTNTDERTKALHKAEDLIFDYMPI

IPIIYRMDPFMINPKLKGAIFNPLGRYRFHYAYLEK
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MKKTIYIIFLILSIISCNNNNKTTSNNEISISLGGEPKTLDPTLNSLSFGSIYMIHFFEGLTKKDKNDEVTASMAKSWDISE

DGLTYTFYLRDDAKWSDGEKVKAQDFEYALKRAADPKTAATYSHMLNVVKNGSLVISGKTNIDALGVKAIDDSTLEIVLENP

TPYFLEYLSVSSAYFPVRKDIVEKYGDDWSRNPETYIVNGAYVMTERKTDEKIVMEVNTNYYDKESIVAKKINVIIMSDSNT

SLAAIKRGDIQFSVIEAPLGEISSLIKENYILQEPAYGIYFLEINSKKGVLTNKNIRKALALAFDRNYIISNITKMNQTPAY

AFVPYGMKDGDGKDFRENGSNYLDLGSYDANIKEAKRLMELSGYTNGDNFPVLEIRTTPGYFTLICEAMQEMYKENLGIDVT

IKSEEYNETFQAMVEKNYDLARTGWTADYSDPLAMISFFSEVSAVNNSGFSSREFNDLLKFASSTTNTDERTKALHKAEDL

IFDYMPIIPIIYRMDPFMINPKLKGAIFNPLGRYRFHYAYLEK



Threshold: 0.85 Window: 14



>fig|6666666.171271.peg.2613

MKKTIYIIFLILSIISCNNNNKTTSNNEISISLGGEPKTLDPTLNSLSFGSIYMIHFFEGLTKKDKNDEVTASMAKSWDISED

GLTYTFYLRDDAKWSDGEKVKAQDFEYALKRAADPKTAATYSHMLNVVKNGSLVISGKTNIDALGVKAIDDSTLEIVLENPTP

YFLEYLSVSSAYFPVRKDIVEKYGDDWSRNPETYIVNGAYVMTERKTDEKIVMEVNTNYYDKESIVAKKINVIIMSDSNTSLA

AIKRGDIQFSVIEAPLGEISSLIKENYILQEPAYGIYFLEINSKKGVLTNKNIRKALALAFDRNYIISNITKMNQTPAYAFVP

YGMKDGDGKDFRENGSNYLDLGSYDANIKEAKRLMELSGYTNGDNFPVLEIRTTPGYFTLICEAMQEMYKENLGIDVTIKSEE

YNETFQAMVEKNYDLARTGWTADYSDPLAMISFFSEVSAVNNSGFSSREFNDLLKFASSTTNTDE

RTKALHKAEDLIFDYMPIIPIIYRMDPFMINPKLKGAIFNPLGRYRFHYAYLEK

>fig|6666666.171271.peg.2613

MKKTIYIIFLILSIISCNNNNKTTSNNEISISLGGEPKTLDPTLNSLSFGSIYMIHFFEGLTKKDKNDEVTASMAKSWDISED

GLTYTFYLRDDAKWSDGEKVKAQDFEYALKRAADPKTAATYSHMLNVVKNGSLVISGKTNIDALGVKAIDDSTLEIVLENPTP

YFLEYLSVSSAYFPVRKDIVEKYGDDWSRNPETYIVNGAYVMTERKTDEKIVMEVNTNYYDKESIVAKKINVIIMSDSNTSLA

AIKRGDIQFSVIEAPLGEISSLIKENYILQEPAYGIYFLEINSKKGVLTNKNIRKALALAFDRNYIISNITKMNQTPAYAFVP

YGMKDGDGKDFRENGSNYLDLGSYDANIKEAKRLMELSGYTNGDNFPVLEIRTT PGYFTLICEAMQEMYKENLGIDVTIKSE

EYNETFQAMVEKNYDLARTGWTADYSDPLAMISFFSEVSAVNNSGFSSREFNDLLKFASSTTNTDERTKALHKAEDLIFDYMP

IIPIIYRMDPFMINPKLKGAIFNPLGRYRFHYAYLEK

Predição combinada

PROTEINA  10



>fig|6666666.171271.peg.429

MKKLCLILSIIFAVSCSSNTTSSSSNVNVLDSKTDKKIVWEMGGRLPAQTGMDKNIGTAGLLYGSLENKYIVVGGGANFPEESV

LNGGAKKTYSDIYMLEDNNGVLEVVEHINWENELGYGASITTTNGIYYIGGSSNPEADDDILFITLKNNKLNVEKIGDLPFTLQ

NGVAVYKDNKLYIITGKQSGKGSDKVYEYDLATKETKELAPVPNQASRTQAVAQLLNGNIYVFSGGDATAYTDGYKYDFANNTW

EQVSDVALNNEGISLLGAVSVKLNEQEMLVIGGFNKAVYDDAVYNLGNLQEEALADFRAGYFGADPYEFDWNSKILIYNCESNT

WKTIGDVPFDAPCGEGLILIGNKIYSINGEIKPGVRTDKMYVGTIMAK
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>fig|6666666.171271.peg.429

MKKLCLILSIIFAVSCSSNTTSSSSNVNVLDSKTDKKIVWEMGGRLPAQTGMDKNIGTAGLLYGSLENKYIVVGG

GANFPEESVLNGGAKKTYSDIYMLEDNNGVLEVVEHINWENELGYGASITTTNGIYYIGGSSNPEADDDILFITL

KNNKLNVEKIGDLPFTLQNGVAVYKDNKLYIITGKQSGKGSDKVYEYDLATKETKELAPVPNQASRTQAVAQLLN

GNIYVFSGGDATAYTDGYKYDFANNTWEQVSDVALNNEGISLLGAVSVKLNEQEMLVIGGFNKAVYDDAVYNLGN

LQEEALADFRAGYFGADPYEFDWNSKILIYNCESNTWKTIGDVPFDAPCGEGLILIGNKIYSINGEIKPGVRTDK

MYVGTIMAK



Threshold: 0.85 Window: 14



>fig|6666666.171271.peg.429

MKKLCLILSIIFAVSCSSNTTSSSSNVNVLDSKTDKKIVWEMGGRLPAQTGMDKNIGTAGLLYGSLENKYIVVGG

GANFPEESVLNGGAKKTYSDIYMLEDNNGVLEVVEHINWENELGYGASITTTNGIYYIGGSSNPEADDDILFITL

KNNKLNVEKIGDLPFTLQNGVAVYKDNKLYIITGKQSGKGSDKVYEYDLATKETKELAPVPNQASRTQAVAQLLN

GNIYVFSGGDATAYTDGYKYDFANNTWEQVSDVALNNEGISLLGAVSVKLNEQEMLVIGGFNKAVYDDAVYNLGN

LQEEALADFRAGYFGADPYEFDWNSKILIYNCESNTWKTIGDVPFDAPCGEGLILIGNKIYSINGEIKPGVRTDK

MYVGTIMAK

>fig|6666666.171271.peg.429

MKKLCLILSIIFAVSCSSNTTSSSSNVNVLDSKTDKKIVWEMGGRLPAQTGMDKNIGTAGLLYGSLENKYIVVGG

GANFPEESVLNGGAKKTYSDIYMLEDNNGVLEVVEHINWENELGYGASITTTNGIYYIGGSSNPEADDDILFITL

KNNKLNVEKIGDLPFTLQNGVAVYKDNKLYIITGKQSGKGSDKVYEYDLATKETKELAPVPNQASRTQAVAQLLN

GNIYVFSGGDATAYTDGYKYDFANNTWEQVSDVALNNEGISLLGAVSVKLNEQEMLVIGGFNKAVYDDAVYNLGN

LQEEALADFRAGYFGADPYEFDWNSKILIYNCESNTWKTIGDVPFDAPCGEGLILIGNKIYSINGEIKPGVRTDK

MYVGTIMAK

Predição combinada

PROTEINA  11



>fig|6666666.171271.peg.1294

MPRYEQLKAKSKGISYTRRIRSEDKEFNFKKPIIISVSFILLVSILFTVIKKYSPMVDIAVKDFFSINHREALTLETTGSEE

ENKISFLDNVPLFNFFIKSNTNETLSIMAYETNSMLETSVNTQNTNSMQNNSTITRESLSVFFNNNQNNQLNNTKDIEEQKD

NNIENTEEQNINNIVNDSYNYIQEMIQQNRGVNNNNNNNTINENNNLENNNLNNLTEEKNNYLEKVTNSINNKTSDEKIAAN

NSNISSSIFYDILKPKENTTRDIKTMRPATTTYSSTPPSYMRNNNEPKEKYNTNNYNYYFREDKKKKIIIILEKE
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>fig|6666666.171271.peg.1294

MPRYEQLKAKSKGISYTRRIRSEDKEFNFKKPIIISVSFILLVSILFTVIKKYSPMVDIAVKDFFSINHREALTLETTGSEE

ENKISFLDNVPLFNFFIKSNTNETLSIMAYETNSMLETSVNTQNTNSMQNNSTITRESLSVFFNNNQNNQLNNTKDIEEQKD

NNIENTEEQNINNIVNDSYNYIQEMIQQNRGVNNNNNNNTINENNNLENNNLNNLTEEKNNYLEKVTNSINNKTSDEKIAAN

NSNISSSIFYDILKPKENTTRDIKTMRPATTTYSSTPPSYMRNNNEPKEKYNTNNYNYYFREDKKKKIIIILEKE



Threshold: 0.85 Window: 12 (14 não apareceu nada)



Threshold: 0.85 Window: 16



>fig|6666666.171271.peg.1294

MPRYEQLKAKSKGISYTRRIRSEDKEFNFKKPIIISVSFILLVSILFTVIKKYSPMVDIAVKDFFSINHREALTLETTGSEE

ENKISFLDNVPLFNFFIKSNTNETLSIMAYETNSMLETSVNTQNTNSMQNNSTITRESLSVFFNNNQNNQLNNTKDIEEQKD

NNIENTEEQNINNIVNDSYNYIQEMIQQNRGVNNNNNNNTINENNNLENNNLNNLTEEKNNYLEKVTNSINNKTSDEKIAAN

NSNISSSIFYDILKPKENTTRDIKTMRPATTTYSSTPPSYMRNNNEPKEKYNTNNYNYYFREDKKKKIIIILEKE

>fig|6666666.171271.peg.1294

MPRYEQLKAKSKGISYTRRIRSEDKEFNFKKPIIISVSFILLVSILFTVIKKYSPMVDIAVKDFFSINHREALTLETTGSEE

ENKISFLDNVPLFNFFIKSNTNETLSIMAYETNSMLETSVNTQNTNSMQNNSTITRESLSVFFNNNQNNQLNNTKDIEEQKD

NNIENTEEQNINNIVNDSYNYIQEMIQQNRGVNNNNNNNTINENNNLENNNLNNLTEEKNNYLEKVTNSINNKTSDEKIAAN

NSNISSSIFYDILKPKENTTRDIKTMRPATTTYSSTPPSYMRNNNEPKEKYNTNNYNYYFREDKKKKIIIILEKE

Predição combinada abcPred Threshold: 0.85 Window: 12 (14 não apareceu nada)

>fig|6666666.171271.peg.1294

MPRYEQLKAKSKGISYTRRIRSEDKEFNFKKPIIISVSFILLVSILFTVIKKYSPMVDIAVKDFFSINHREALTLETTGSEE

ENKISFLDNVPLFNFFIKSNTNETLSIMAYETNSMLETSVNTQNTNSMQNNSTITRESLSVFFNNNQNNQLNNTKDIEEQKD

NNIENTEEQNINNIVNDSYNYIQEMIQQNRGVNNNNNNNTINENNNLENNNLNNLTEEKNNYLEKVTNSINNKTSDEKIAAN

NSNISSSIFYDILKPKENTTRDIKTMRPATTTYSSTPPSYMRNNNEPKEKYNTNNYNYYFREDKKKKIIIILEKE

abcPred Threshold: 0.85 Window: 16
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>fig|6666666.171271.peg.235

MKNRILLILFLILVSFSFAYPKKMVLTLACLPPEGNMNDDAKLSYVTAVETAFTDAGHLVADRQRLDKLMKEVLLQQTSGMV

DETTAAAEAGKVMKVKYLVAVIVDKWDEEQVNSAASARAAANMIGSFLGNSQTTVSSGDSDLITVEKVRVSVKVIDVETSFV

LASGVGQGKLKDDPSKITKKIVKDLEKQLKKRL
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>fig|6666666.171271.peg.235

MKNRILLILFLILVSFSFAYPKKMVLTLACLPPEGNMNDDAKLSYVTAVETAFTDAGHLVADRQRLDKLMKEVLLQQTSGMV

DETTAAAEAGKVMKVKYLVAVIVDKWDEEQVNSAASARAAANMIGSFLGNSQTTVSSGDSDLITVEKVRVSVKVIDVETSFV

LASGVGQGKLKDDPSKITKKIVKDLEKQLKKRL



Threshold: 0.85 Window: 14



>fig|6666666.171271.peg.235

MKNRILLILFLILVSFSFAYPKKMVLTLACLPPEGNMNDDAKLSYVTAVETAFTDAGHLVADRQRLDKLMKEVLLQQTSGMV

DETTAAAEAGKVMKVKYLVAVIVDKWDEEQVNSAASARAAANMIGSFLGNSQTTVSSGDSDLITVEKVRVSVKVIDVETSFV

LASGVGQGKLKDDPSKITKKIVKDLEKQLKKRL

>fig|6666666.171271.peg.235

MKNRILLILFLILVSFSFAYPKKMVLTLACLPPEGNMNDDAKLSYVTAVETAFTDAGHLVADRQRLDKLMKEVLLQQTSGMV

DETTAAAEAGKVMKVKYLVAVIVDKWDEEQVNSAASARAAANMIGSFLGNSQTTVSSGDSDLITVEKVRVSVKVIDVETSFV

LASGVGQGKLKDDPSKITKKIVKDLEKQLKKRL

Predição combinada
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>fig|6666666.171271.peg.434

MRIRTDRLGVLAGPRNWRFVAGLTGANIASGLILHNTGAPNTQQENTENNDKKGVDKFVPSALVAFGYDSDLFGIAAGYEFT

WKSPTYMVHTPILHMTALNDSFRINIPISIGVGQKSYVNDKSLKGTMVISTAIEGRYYFAEDIPALSHLRFYFNYGNSTIKA

LDFKDASFTQQSVGGEFRMYFKILTENIKIEPIFRVRFDAALATTYKNIDEANRGSILDSYAVSAKGFIPDDPGGTGANIAA

GGANASGTLQGGYIASIPSGYYAKEPYRLGLAIPVGFTATSADENISFYFEPALSLTIVNAKEIYTFGQHAWEDVASRHRRT

NPFYAFGYVVYAELYIRPVKNLEWYTELQTGGSTVAGDLSTASSTTIVFNASTGITWYF
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>fig|6666666.171271.peg.434

MRIRTDRLGVLAGPRNWRFVAGLTGANIASGLILHNTGAPNTQQENTENNDKKGVDKFVPSALVAFGYDSDLFGIAAGYEFT

WKSPTYMVHTPILHMTALNDSFRINIPISIGVGQKSYVNDKSLKGTMVISTAIEGRYYFAEDIPALSHLRFYFNYGNSTIKA

LDFKDASFTQQSVGGEFRMYFKILTENIKIEPIFRVRFDAALATTYKNIDEANRGSILDSYAVSAKGFIPDDPGGTGANIAA

GGANASGTLQGGYIASIPSGYYAKEPYRLGLAIPVGFTATSADENISFYFEPALSLTIVNAKEIYTFGQHAWEDVASRHRRT

NPFYAFGYVVYAELYIRPVKNLEWYTELQTGGSTVAGDLSTASSTTIVFNASTGITWYF



Threshold: 0.85 Window: 14



>fig|6666666.171271.peg.434

MRIRTDRLGVLAGPRNWRFVAGLTGANIASGLILHNTGAPNTQQENTENNDKKGVDKFVPSALVAFGYDSDLFGIAAGYEFT

WKSPTYMVHTPILHMTALNDSFRINIPISIGVGQKSYVNDKSLKGTMVISTAIEGRYYFAEDIPALSHLRFYFNYGNSTIKA

LDFKDASFTQQSVGGEFRMYFKILTENIKIEPIFRVRFDAALATTYKNIDEANRGSILDSYAVSAKGFIPDDPGGTGANIAA

GGANASGTLQGGYIASIPSGYYAKEPYRLGLAIPVGFTATSADENISFYFEPALSLTIVNAKEIYTFGQHAWEDVASRHRRT

NPFYAFGYVVYAELYIRPVKNLEWYTELQTGGSTVAGDLSTASSTTIVFNASTGITWYF

>fig|6666666.171271.peg.434

MRIRTDRLGVLAGPRNWRFVAGLTGANIASGLILHNTGAPNTQQENTENNDKKGVDKFVPSALVAFGYDSDLFGIAAGYEFT

WKSPTYMVHTPILHMTALNDSFRINIPISIGVGQKSYVNDKSLKGTMVISTAIEGRYYFAEDIPALSHLRFYFNYGNSTIKA

LDFKDASFTQQSVGGEFRMYFKILTENIKIEPIFRVRFDAALATTYKNIDEANRGSILDSYAVSAKGFIPDDPGGTGANIAA

GGANASGTLQGGYIASIPSGYYAKEPYRLGLAIPVGFTATSADENISFYFEPALSLTIVNAKEIYTFGQHAWEDVASRHRRT

NPFYAFGYVVYAELYIRPVKNLEWYTELQTGGSTVAGDLSTASSTTIVFNASTGITWYF

Predição combinada
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>fig|6666666.171271.peg.1083

MTKRKDRIITFIFVLVIIVLINAIVNQFTPFIDLTKDKVYSLSSGSKSLVKSLKEPLSVKFFLTPNLPPPFSTYEKYIKDLF

AEYKSAAGKNISFEIIDASTNTIVANQYGITSTQINVLEKDQTSSKIAYMGLAFIYGDSIESIPFVRSTEGLEYNIDTIIRK

LIDKNDKLSRLENNLNVYYISSPEVYELLPIGAIELIPDSIMQAVTEANKNLMNKVVFTHVDMSSPNQENEDIIKNLILKN
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>fig|6666666.171271.peg.1083

MTKRKDRIITFIFVLVIIVLINAIVNQFTPFIDLTKDKVYSLSSGSKSLVKSLKEPLSVKFFLTPNLPPPFSTYEKYIKDLF

AEYKSAAGKNISFEIIDASTNTIVANQYGITSTQINVLEKDQTSSKIAYMGLAFIYGDSIESIPFVRSTEGLEYNIDTIIRK

LIDKNDKLSRLENNLNVYYISSPEVYELLPIGAIELIPDSIMQAVTEANKNLMNKVVFTHVDMSSPNQENEDIIKNLILKN



Threshold: 0.85 Window: 14



Threshold: 0.85 Window: 16



>fig|6666666.171271.peg.1083

MTKRKDRIITFIFVLVIIVLINAIVNQFTPFIDLTKDKVYSLSSGSKSLVKSLKEPLSVKFFLTPNLPPPFSTYEKYIKDLF

AEYKSAAGKNISFEIIDASTNTIVANQYGITSTQINVLEKDQTSSKIAYMGLAFIYGDSIESIPFVRSTEGLEYNIDTIIRK

LIDKNDKLSRLENNLNVYYISSPEVYELLPIGAIELIPDSIMQAVTEANKNLMNKVVFTHVDMSSPNQENEDIIKNLILKN

>fig|6666666.171271.peg.1083

MTKRKDRIITFIFVLVIIVLINAIVNQFTPFIDLTKDKVYSLSSGSKSLVKSLKEPLSVKFFLTPNLPPPFSTYEKYIKDLF

AEYKSAAGKNISFEIIDASTNTIVANQYGITSTQINVLEKDQTSSKIAYMGLAFIYGDSIESIPFVRSTEGLEYNIDTIIRK

LIDKNDKLSRLENNLNVYYISSPEVYELLPIGAIELIPDSIMQAVTEANKNLMNKVVFTHVDMSSPNQENEDIIKNLILKN

Predição combinada

PROTEINA  15

AbcPred Threshold: 0.85 Window: 14

Predição combinada AbcPred Threshold: 0.85 Window: 16

>fig|6666666.171271.peg.1083

MTKRKDRIITFIFVLVIIVLINAIVNQFTPFIDLTKDKVYSLSSGSKSLVKSLKEPLSVKFFLTPNLPPPFSTYEKYIKDLF

AEYKSAAGKNISFEIIDASTNTIVANQYGITSTQINVLEKDQTSSKIAYMGLAFIYGDSIESIPFVRSTEGLEYNIDTIIRK

LIDKNDKLSRLENNLNVYYISSPEVYELLPIGAIELIPDSIMQAVTEANKNLMNKVVFTHVDMSSPNQENEDIIKNLILKN



>fig|6666666.171271.peg.1772

MYKKILLIMLCFLAAMACSSPSNPDNTNNGDIVNGGGSGNGGGSGNTGDGGSTGDGGNTDIPWTEIAPPLPVLDEEAIKYGI

DISQEDSVIKEQIRTKIQQYNKDKGGYKVIFIGTPKSEYTQQSSLAKLVIDIAEELYKYKKYKYRNRY
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>fig|6666666.171271.peg.1772

MYKKILLIMLCFLAAMACSSPSNPDNTNNGDIVNGGGSGNGGGSGNTGDGGSTGDGGNTDIPWTEIAPPLPVLDEEAIKYGI

DISQEDSVIKEQIRTKIQQYNKDKGGYKVIFIGTPKSEYTQQSSLAKLVIDIAEELYKYKKYKYRNRY



Threshold: 0.85 Window: 14



>fig|6666666.171271.peg.1772

MYKKILLIMLCFLAAMACSSPSNPDNTNNGDIVNGGGSGNGGGSGNTGDGGSTGDGGNTDIPWTEIAPPLPVLDEEAIKYGI

DISQEDSVIKEQIRTKIQQYNKDKGGYKVIFIGTPKSEYTQQSSLAKLVIDIAEELYKYKKYKYRNRY

>fig|6666666.171271.peg.1772

MYKKILLIMLCFLAAMACSSPSNPDNTNNGDIVNGGGSGNGGGSGNTGDGGSTGDGGNTDIPWTEIAPPLPVLDEEAIKYGI

DISQEDSVIKEQIRTKIQQYNKDKGGYKVIFIGTPKSEYTQQSSLAKLVIDIAEELYKYKKYKYRNRY

Predição combinada

PROTEINA  16



>fig|6666666.171271.peg.878

MSKIKFILILTIFIFNISYTQTISHKFFWNLKVGERIESVKTADVEYYENGLLKKTYKERNIVDLTVIAIAPKGGYRVSGVF

KIFRLYDGNSVFHLEEEYSSDFIIHTNGKFEVPYNYFMPNVRHIPTFPDKEISLTHSWNSEAMEIVKVNNAPNLAMALSADY

LFANIETNENNDPLAVIQYHIMTDKDLLQAGLSRNGYPERIYGFNYGTFLWDMNKNIPVSQTERYQILFGYGKNLSHLSLQY

KMNIISTYEIYSTITEEENELNRKN
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>fig|6666666.171271.peg.878

MSKIKFILILTIFIFNISYTQTISHKFFWNLKVGERIESVKTADVEYYENGLLKKTYKERNIVDLTVIAIAPKGGYRVSGVF

KIFRLYDGNSVFHLEEEYSSDFIIHTNGKFEVPYNYFMPNVRHIPTFPDKEISLTHSWNSEAMEIVKVNNAPNLAMALSADY

LFANIETNENNDPLAVIQYHIMTDKDLLQAGLSRNGYPERIYGFNYGTFLWDMNKNIPVSQTERYQILFGYGKNLSHLSLQY

KMNIISTYEIYSTITEEENELNRKN



Threshold: 0.85 Window: 14



Threshold: 0.85 Window: 16



>fig|6666666.171271.peg.878

MSKIKFILILTIFIFNISYTQTISHKFFWNLKVGERIESVKTADVEYYENGLLKKTYKERNIVDLTVIAIAPKGGYRVSGVF

KIFRLYDGNSVFHLEEEYSSDFIIHTNGKFEVPYNYFMPNVRHIPTFPDKEISLTHSWNSEAMEIVKVNNAPNLAMALSADY

LFANIETNENNDPLAVIQYHIMTDKDLLQAGLSRNGYPERIYGFNYGTFLWDMNKNIPVSQTERYQILFGYGKNLSHLSLQY

KMNIISTYEIYSTITEEENELNRKN

>fig|6666666.171271.peg.878

MSKIKFILILTIFIFNISYTQTISHKFFWNLKVGERIESVKTADVEYYENGLLKKTYKERNIVDLTVIAIAPKGGYRVSGVF

KIFRLYDGNSVFHLEEEYSSDFIIHTNGKFEVPYNYFMPNVRHIPTFPDKEISLTHSWNSEAMEIVKVNNAPNLAMALSADY

LFANIETNENNDPLAVIQYHIMTDKDLLQAGLSRNGYPERIYGFNYGTFLWDMNKNIPVSQTERYQILFGYGKNLSHLSLQY

KMNIISTYEIYSTITEEENELNRKN

Predição combinada

PROTEINA  17

Threshold: 0.85 Window: 14
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MSKIKFILILTIFIFNISYTQTISHKFFWNLKVGERIESVKTADVEYYENGLLKKTYKERNIVDLTVIAIAPKGGYRVSGVF

KIFRLYDGNSVFHLEEEYSSDFIIHTNGKFEVPYNYFMPNVRHIPTFPDKEISLTHSWNSEAMEIVKVNNAPNLAMALSADY

LFANIETNENNDPLAVIQYHIMTDKDLLQAGLSRNGYPERIYGFNYGTFLWDMNKNIPVSQTERYQILFGYGKNLSHLSLQY

KMNIISTYEIYSTITEEENELNRKN

Predição combinada Threshold: 0.85 Window: 16
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MKTYAAVLASVITVVAILIGVFITKVSTLSSPERYFQKGKRYYELENYNEAINNLNEYLSIDSRSKPVSNVAESYFIVADSL

KKMKNYNLAKNRLSEIIDGVGFEAYQLDAIIAYADIARLQNSADQYIIAKLQNNLKPADKSLASTINMQYGYQLFFEKKYGE

ALSYFLRSDGELAVLGRARVYFAMNEYDRAFEIYEDFLKYYNTSIYYNEVSRTYLIQVPAIAHRMYVQKNYVKARMYYNKIA

TLFPRTKYQEEALFKIGESYYNEKNYNSAVDYFNRVRLNNVYTLDAEALLYIGLSYFKVGRYSDSYKALDTFVNTYPDNPNV

SRAKDYMAALQETLLAIN

PROTEINA  18
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MKTYAAVLASVITVVAILIGVFITKVSTLSSPERYFQKGKRYYELENYNEAINNLNEYLSIDSRSKPVSNVAESYFIVADSL

KKMKNYNLAKNRLSEIIDGVGFEAYQLDAIIAYADIARLQNSADQYIIAKLQNNLKPADKSLASTINMQYGYQL

FFEKKYGEALSYFLRSDGELAVLGRARVYFAMNEYDRAFEIYEDFLKYYNTSIYYNEVSRTYLIQVPAIAHRMYVQKNYVKA

RMYYNKIATLFPRTKYQEEALFKIGESYYNEKNYNSAVDYFNRVRLNNVYTLDAEALLYIGLSYFKVGRYSDSYKALDTFVN

TYPDNPNVSRAKDYMAALQETLLAIN



Threshold: 0.85 Window: 14



Threshold: 0.85 Window: 16
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MKTYAAVLASVITVVAILIGVFITKVSTLSSPERYFQKGKRYYELENYNEAINNLNEYLSIDSRSKPVSNVAESYFIVADSL

KKMKNYNLAKNRLSEIIDGVGFEAYQLDAIIAYADIARLQNSADQYIIAKLQNNLKPADKSLASTINMQYGYQLFFEKKYGE

ALSYFLRSDGELAVLGRARVYFAMNEYDRAFEIYEDFLKYYNTSIYYNEVSRTYLIQVPAIAHRMYVQKNYVKARMYYNKIA

TLFPRTKYQEEALFKIGESYYNEKNYNSAVDYFNRVRLNNVYTLDAEALLYIGLSYFKVGRYSDSYKALDTFVNTYPDNPNV

SRAKDYMAALQETLLAIN
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MKTYAAVLASVITVVAILIGVFITKVSTLSSPERYFQKGKRYYELENYNEAINNLNEYLSIDSRSKPVSNVAESYFIVADSL

KKMKNYNLAKNRLSEIIDGVGFEAYQLDAIIAYADIARLQNSADQYIIAKLQNNLKPADKSLASTINMQYGYQLFFEKKYGE

ALSYFLRSDGELAVLGRARVYFAMNEYDRAFEIYEDFLKYYNTSIYYNEVSRTYLIQVPAIAHRMYVQKNYVKARMYYNKIA

TLFPRTKYQEEALFKIGESYYNEKNYNSAVDYFNRVRLNNVYTLDAEALLYIGLSYFKVGRYSDSYKALDTFVNTYPDNPNV

SRAKDYMAALQETLLAIN

Predição combinada

PROTEINA  18

AbcPred Threshold: 0.85 Window: 14
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MKTYAAVLASVITVVAILIGVFITKVSTLSSPERYFQKGKRYYELENYNEAINNLNEYLSIDSRSKPVSNVAESYFIVADSL

KKMKNYNLAKNRLSEIIDGVGFEAYQLDAIIAYADIARLQNSADQYIIAKLQNNLKPADKSLASTINMQYGYQLFFEKKYGE

ALSYFLRSDGELAVLGRARVYFAMNEYDRAFEIYEDFLKYYNTSIYYNEVSRTYLIQVPAIAHRMYVQKNYVKARMYYNKIA

TLFPRTKYQEEALFKIGESYYNEKNYNSAVDYFNRVRLNNVYTLDAEALLYIGLSYFKVGRYSDSYKALDTFVNTYPDNPNV

SRAKDYMAALQETLLAIN

Predição combinada AbcPred Threshold: 0.85 Window: 16



EPITOPOS ESCOLHIDOS: 

PROTEINA 1: YIQNNNKEYMDMNKIK

PROTEINA 2: KKASTAPGGEGPTKEDEVKPP

PROTEINA 3: GGLEPPKEEDNTAGK

PROTEINA 4: EIYKDIANAPEEYKHTY

PROTEINA 5: LFPKYYKVQYRKVG

PROTEINA 6: GLTKNTRFKVYS

PROTEINA 7: PIRVEFEYLYKNGLEVNNYPNNID

PROTEINA 8: EGHIDSSEVRYMNKNTVYN

PROTEINA 9: DDTSEKEEPKQEDTDNLDDLDSILD

PROTEINA 10: MTERKTDEKIVMEVNTNYYDKESI

PROTEINA 11: GKQSGKGSDKVYEYDLATKETKELAPVPNQASR

PROTEINA 12: TPPSYMRNNNEP

PROTEINA 13: DRQRLDKLMKEVLLQQTSGMVDE

PROTEINA 14: AALATTYKNIDEANRG

PROTEINA 15: EYKSAAGKNISFEIIDA

PROTEINA 16: QEDSVIKEQIRTKIQQYNKDK

PROTEINA 17: MALSADYLFANIETNENNDPL

PROTEINA 18: LFKIGESYYNEKNYNSA



PROTEÍNA QUIMERA: 

KKASTAPGGEGPTKEDEVKPPGPGPGGGLEPPKEEDNTAGKGPGPGEGHIDSSEVRYMNKNTVYNGPGPGPIRVEFEYLYKNGLE

VNNYPNNIDGPGPGDRQRLDKLMKEVLLQQTSGMVDEGPGPGEYKSAAGKNISFEIIDAGPGPGGLTKNTRFKVYSGPGPGMTER

KTDEKIVMEVNTNYYDKESIGPGPGGKQSGKGSDKVYEYDLATKETKELAPVPNQASRGPGPGAALATTYKNIDEANRGGPGPGD

DTSEKEEPKQEDTDNLDDLDSILDGPGPGYIQNNNKEYMDMNKIKGPGPGMALSADYLFANIETNENNDPLGPGPGLFKIGESYY

NEKNYNSAGPGPGQEDSVIKEQIRTKIQQYNKDKGPGPGEIYKDIANAPEEYKHTYGPGPGLFPKYYKVQYRKVGGPGPGTPPSY

MRNNNEP

Boa solubilidade em água (Pepcalc)

2-3-8-7-13-15-6-10-11-14-9-1-17-18-16-4-5-12

Simlaridade apenas com Brachyspira no 

Blast-p



PROTEÍNA QUIMERA: 

KKASTAPGGEGPTKEDEVKPPGPGPGEGHIDSSEVRYMNKNTVYNGPGPGGGLEPPKEEDNTAGKGPGPGPIRVEFEYLYKNGLE

VNNYPNNIDGPGPGDRQRLDKLMKEVLLQQTSGMVDEGPGPGEYKSAAGKNISFEIIDAGPGPGEYKSAAGKNISFEIIDAGPGP

GMTERKTDEKIVMEVNTNYYDKESIGPGPGGLTKNTRFKVYGPGPGGKQSGKGSDKVYEYDLATKETKELAPVPNQASGPGPGDD

TSEKEEPKQEDTDNLDDLDSILDGPGPGMALSADYLFANIETNENNDPLGPGPGYIQNNNKEYMDMNKIKGPGPGEIYKDIANAP

EEYKHTYGPGPGLFPKYYKVQYRKVGGPGPGLFKIGESYYNEKNYNSAGPGPGQEDSVIKEQIRTKIQQYNKDKGPGPGTPPSYM

RNNNEP

Boa solubilidade em água (Pepcalc)

2-8-3-7-13-15-14-10-6-11-9-17-1-4-5-18-16-12

Simlaridade apenas com Brachyspira

Canaripox e Chiloscyllium no Blast-p


