Alignment of multiple OppA family proteins identified by RV
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Alignment of TmpB predicted proteins and predicted B-cell peptide epitope
fig|6666666.171271.peg.840       ----MKKV----LLILFAACYLIYGQDTNITNENIKDSEDYQLAQRYRELAIEAHNAGDY	52
fig|6666666.171271.peg.2554      MSTLIKKIVAYIALISFSFS--ILPA------------QTYDDAARITGEAETLQNDGEY	46
                                     :**:     ** *: .  *               : *: * *    *   :* *:*
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fig|6666666.171271.peg.840       DSVMDYESGNTI------------------------------------------------	121
fig|6666666.171271.peg.2554      EALKFFEEGNNSITNLPPEPQTPPTDEEFTASSNTFTTVYNSFNNALQSANSVKEGYLNR	166
                                 :::  :*.**.                                                 

fig|6666666.171271.peg.840       ------------------------FNAATNDTDYSNSITKYT------------------	139
fig|6666666.171271.peg.2554      ERAIASKSINDARNKYKAELGKSVKAGDANDRNINGALTRADEALSNDNFASVQQNVSTA	226
                                                           . :** : ..::*:                    

fig|6666666.171271.peg.840       -----------------------------------------DSSL--------------K	144
fig|6666666.171271.peg.2554      LAGINKAIADAKAKAEAEAAAKAKAAAEAKARAEAEAKAKAEAAAKAKAEAEAKAKADAI	286
                                                                          :::                

fig|6666666.171271.peg.840       SKLGYDLVSIGLRRDYLINEGAITNADSNDNKILNLRYN---AVMFS----------KAK	191
fig|6666666.171271.peg.2554      AKAKKDIEDAQNKYNNLVNDQVIAKGDDNDKNVSKLLTDANNALQNTPQTASDKALEASK	346
                                 :*   *: .   : : *:*: .*::.*.**::: :*  :   *:  :           :*
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fig|6666666.171271.peg.2554      KEAEDALNNNDYVLADQKMQEANLNMNAIEERGPIDGQVIPGEMGGNETGQIIDATTGQE	457
                                   *::**:.:*:              . ::.:  :  ::: .  .* : .        : 

fig|6666666.171271.peg.840       TIVETTGVLFPKYYKVQYRKVGTDSLWKIASYDFIYGDGNLWKKIYEANKDKIKD---PN	342
fig|6666666.171271.peg.2554      VNTEGKVTVLPQYYVVVRRVPLTDALWRIAGYSYIYNNPIEWYRIYEANRNILRDPDNPD	517
                                 . .* . .::*:** *  *   **:**:**.*.:**.:   * :*****:: ::*   *:

fig|6666666.171271.peg.840       IIINGQILLIPSLKGETRDGTYDSNNEYGNIKDIK--------------	377
fig|6666666.171271.peg.2554      LILPGQRLVIPSLNGEERSGEYNPDLEYLTYDEVMQLRQQNNNNAQTQE	566
                                 :*: ** *:****:** *.* *: : ** . .::               


Alignment of BatC proteins and predicted B-cell epitope
fig|6666666.171271.peg.1294      MPRYEQLKAKSKGISYTRRIRSEDKEFNFKKPIIISVSFILLVSILFTVI-----KKYSP	55
fig|6666666.171271.peg.1490      ---------------------------------MFRIKVLLVFLILFSSSYAFSLNEFTA	27
                                                                  :: :..:*:. ***:       :::: 

fig|6666666.171271.peg.1294      MVDIAVKDFFSINHREALTLETTGSEEENKI-------SFLDNVPLFNFFIKSNTNETLS	108
fig|6666666.171271.peg.1490      KIDVDRAN----------RLLRKGD-YDNAISLYEKALSKLPTSPEIYYNM----GTTLS	72
                                  :*:   :           *  .*.  :* *       * * . * : : :    . ***

fig|6666666.171271.peg.1294      IMAYETN-----SMLETSVNTQNTN---------------SMQNNSTITRESLSVFFNNN	148
fig|6666666.171271.peg.1490      SMGDMESAVQAFDMAKKNFTEKTSKDIKSSTYYNAGISKIEMEDYAGAIEELIESLVNNP	132
                                  *.   .     .* :.... :.::               .*:: :   .* :. :.** 

fig|6666666.171271.peg.1294      QNNQ----LN-NTKDIEEQKDNNIENTEEQNINNI--------VNDS-----------YN	184
fig|6666666.171271.peg.1490      NDNNAKSALEYAKKKLEEQKKNSGESAQNNNNDNQDNANSNQNSQDNQNNNNENNNNNQN	192
                                 ::*:    *:  .*.:****.*. *.::::* :*          :*.            *

fig|6666666.171271.peg.1294      YIQEMIQQNRGVNNNNNNNTINENNNLENNNLNNLTEEKNNYLEKVTNSINNKTSDEKIA	244
fig|6666666.171271.peg.1490      NNQDNNQNNQDNQNNNQNNQ--NNDNQENNNQNNNDNQENNNQDNNQNNQ-----DNNNG	245
                                   *:  *:*:. :***:**   :*:* **** **  :::**  ::  *.      *:: .

fig|6666666.171271.peg.1294      ANNSNISSSIFYDILKPKENTTRDIKTMRPATTTYSSTPPSYMRNNNEPKEKYNTNNYNY	304
fig|6666666.171271.peg.1490      NNNQN----------DEEQNAQTDIDRLLDSLRQ-------YRKDKENDDQYYGGGRIDK	288
                                  **.*          . ::*:  **. :  :          * ::::: .: *. .. : 

fig|6666666.171271.peg.1294      YFREDKKKKIIIILEKE	321
fig|6666666.171271.peg.1490      DW---------------	290
                                  :               

Supplementary Dataset 19. Full sequence alignments for the OppA family proteins, and the TmpB and BatC proteins identified by RV. Alignments were generated by Clustal for the 9 proteins in the RV list identified as OppA, and the two each identified as TmpB and BatC. . and : denote amino acid differences. * denotes amino acid similarity. The B-cell epitope sequences are highlighted in yellow. 
