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fig|6666666.171271.peg.2182      --------------MFKKIITAI--LLILLIISCSKKEI-ITNNEIVINLAPEPLTMDTT 43 
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GQ478427_ORF1                    YTETYD---GSAYIAHTFEGLTSRDKDDKLIPAVAESWDISEDYLTYTFYLRTNAKWSDG 95 
fig|6666666.171271.peg.894       LNIASD---ASVYIIHAFEGLTTRNKEGVLVGGAAESWDISEDGLTYTFHLRTNGKWSDG 104 
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GQ478428_ORF2                    VISGEKTVEELGVKAIDDYTFEVEL-NSPTAYFLELAA-YPPFYPVREDIINKYGDKWTL 194 
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GQ478429_ORF3                    IMAGKLRKEELGIEAIDEKTLLIKF-ETPTAYFLELFC-IPIFSPLRAYYIEDN-EKWTF 190 
fig|6666666.171271.peg.189       IIKGELSLTELGVKAIDDYTLEVNL-ESPTAYFLDLLS-ITIYSPLRKDIIEKYGDAWTQ 189 
GQ478427_ORF1                    IIKGELPLTELGVKAIDDYTLEVNL-ESPTAYFLDLLS-ITIYSPLRKDIIEKYGDAWTQ 189 
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fig|6666666.171271.peg.2182      KPATYIGNGAFKMTERNFDKSIILERNTNYWNNENTKPNKLTFLLMEEPNTSLAGVINNS 254 
GQ478428_ORF2                    KPATYIGNGAFKMTERNFDKSIILERNTNYWNNENIKPNKLTFLLMEEPNTSLAGVLNNS 254 
fig|6666666.171271.peg.487       YPNTYIGNGPYKMIERKVDESISLELNTNYWNKDNMVANRIDFIMLSDVSTAYPALKEGS 250 
GQ478429_ORF3                    YPNTYIGNGPYKMIERKVDESISLELNTNYWNKENMVANRIDFIMLSDVSTAYPALKEGS 250 
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fig|6666666.171271.peg.892       IDFSR-ILPTQDIPTLKEEGLLQIKPMLASYFYCLNTTNEVLKDIRVRKALALAIDRNYI 316 
GQ478430_ORF4                    IDFSR-ILPTQDIPTLKEEGLLQIKPMLASYFYCLNTTNEVLKDIRVRKALALAIDRNYI 96 
                                            :                      .*  . .* : .     :  :. .:: 
 
GQ478431_ORF5                    GKDVFIKG---------------------------------------------------- 271 
GQ478432_ORF6                    GKDVFVRG---------------------------------------------------- 271 
fig|6666666.171271.peg.763       VSNIGHGKLIAAESFVPPVV-KGLEKSFREESSNFII--ANNYSNNIIEAKKLLAEAGYP 385 
fig|6666666.171271.peg.2613      ISNITKMNQTPAYAFVPYGMKDGDGKDFRENGSNYLD--LGSYDANIKEAKRLMELSGYT 373 
fig|6666666.171271.peg.2276      VLNVTKGGQTPAGAFIPPTV-KGSNSTFRVENQEYIN--NKTYLANVEKAKRLMAEAGYP 372 
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GQ478428_ORF2                    VKSITRCGERPAGSLVPYGI-NDIDGDFRTKGGEYII--SSNYQKNIEEAKKLLSQAGYE 370 
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fig|6666666.171271.peg.189       VEKVTKGNEIPAAALVPYSV-FDIDGSFREKGGNYFSVNENDYQKNIEEARRLLAEAGYS 365 
GQ478427_ORF1                    VEKVTKGNEIPAAALVPYSV-FDIDGSFREKGGNYFSVNENDYQKNIEEARRLLAEAGYS 365 
fig|6666666.171271.peg.894       VDNIVKAG-VPAGAFVPFGA-PDVNGDFREVGGDYISVKPEDYQKNIEEAKKLMEEAGYT 375 
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fig|6666666.171271.peg.2613      NGDNFPVLEIRTT-PGYFTLICEAMQEMYKENLGIDVTIKSEEYNETFQAMV-EKNYDLA 431 
fig|6666666.171271.peg.2276      NGKDFPVLELKVS-PGIYVLLGETIQQMWRDNLNVYIKLLQEEFPVTLQTLV-DKNYEMA 430 
fig|6666666.171271.peg.2182      NGRNFPVIDLLIATREFDINIADAVQSMLKENLNIDVRIVKHEWASYLQNMY-DRNFDLA 429 
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fig|6666666.171271.peg.2198      NGDGFPVIEFKSN-SGEHIQIFEAVQQMWKENLNIDSTIAQEEWATFQDTRQ-NKNYMIA 430 
fig|6666666.171271.peg.892       NGEGFPVFEFKAD-PGFHISIFEAVQQMWKENLGIDTKIVQEEWAVFLQTRY-DKNLTMC 433 
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fig|6666666.171271.peg.894       RSGWTADYNDAMTFLGMFLSYSPQNHALFTNKEYDNLLQIAMNTIDQNIRMDAMHKAEKI 494 
fig|6666666.171271.peg.2198      RHGWIADYNDPMSFLGVFLSYSVQNNGGYSNKNYDDKLKLAMSTIDQDVRMKAMHEAEDI 490 
fig|6666666.171271.peg.892       RGGWFGDFNDPINFLSLYTSYSPNNYSSYSNAQYDAYIQTALTTGDQKVRMEAMHKAEEL 493 
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Supplementary Figure 1. Clustal alignment and dendrogram of the OppA family proteins identified by RV and 
ORFs 1-6 oligopeptide-binding proteins from study of Movahedi and Hampson, 2010 


