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ABSTRACT
BACKGROUND: Attention-deficit/hyperactivity disorder (ADHD) and major depressive disorder (MDD) are two highly
prevalent disorders that frequently co-occur. Prior evidence from genetic and cohort studies supports an association
between ADHD and MDD. However, the direction and mechanisms underlying their association remain unclear. As
onset of ADHD occurs in early life, it has been hypothesized that ADHD may cause MDD.
METHODS: We examined the association of ADHD with MDD using 3 different genetically informed methods to
disentangle causality from confounding: 1) a nationwide longitudinal register-based full sibling comparison (N =
1,018,489) adjusting for shared familial confounding; 2) a prospective co-twin control study comprising 16,477
twins (5084 monozygotic and 11,393 dizygotic); and 3) a two-sample Mendelian randomization analysis using the
largest available ADHD (N = 225,534) and MDD (N = 500,199) genome-wide association study summary statistics,
adjusting for correlated and uncorrelated horizontal pleiotropy.
RESULTS: Sibling and twin comparisons indicated that individuals with ADHD have an increased risk for subsequent
development of MDD (hazard ratio = 4.12 [95% CI 3.62–4.69]) after adjusting for shared genetic and familial factors
and that ADHD scores endorsed by parents are positively associated with subsequent MDD scores at ages 15 and 18
years (b = 0.07 [95% CI 0.05–0.08] and b = 0.09 [95% CI 0.08–0.11], respectively). Mendelian randomization analyses
showed that genetic liability for ADHD is causally related to MDD (odds ratio = 1.15 [95% CI 1.08–1.23]).
CONCLUSIONS: Our study provides consistent results across 3 different genetically informative approaches,
strengthening the hypothesis that ADHD is causally related to MDD.

https://doi.org/10.1016/j.biopsych.2023.07.017
Attention-deficit/hyperactivity disorder (ADHD) and major
depressive disorder (MDD) are highly prevalent psychiatric
disorders with some overlap in symptoms (1). ADHD is diag-
nosed in 5% to 10% of youths and 2% to 5% of adults (2),
while MDD has a lifetime prevalence of 12% of adolescents
and 16% of adults (3,4). Although ADHD is a childhood-onset
disorder and onset of MDD usually occurs later in life, it is well
established that these conditions frequently co-occur (5,6).
Previous research has indicated a strong genetic overlap be-
tween ADHD and MDD, with an estimated genetic correlation
of rg = 0.42 (7,8), and large-scale genomic structural equation
modeling studies show that MDD loads on two factors: one
that represents neurodevelopmental conditions, including
ADHD, and one that represents internalizing disorders (9).

The concurrent presence of ADHD and MDD is associated
with elevated levels of psychiatric and somatic comorbidities,
which negatively impacts the prognosis of individuals with
these conditions. Children and adolescents with comorbid
ADHD and MDD tend to have more severe and more persistent
symptoms and poorer response to pharmacotherapy for MDD
and ADHD compared with individuals with either condition
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alone (10–14). The paucity of evidence-based interventions for
children and adolescents with these conditions together is of
particular concern given the high health care economic burden
of each disorder alone (15,16) that is greatly exceeded in
ADHD with comorbid MDD (17). In contrast to the well-
established co-occurrence of ADHD and MDD, a detailed un-
derstanding of the longitudinal pathway from ADHD to MDD is
currently lacking.

There are only a few prospective studies of ADHD and MDD
(12,18–22). Among those, some studies have found that ge-
netic liability for ADHD is associated with both depression
diagnosis and symptoms (12,20,21). Using a population-based
cohort, Gundel et al. (19) found a more than 6-fold increased
risk of developing MDD within the first year of ADHD diagnosis.
Similarly, in a prospective cohort in the United Kingdom,
Powell et al. (22) showed that women with ADHD had twice the
risk of developing subsequent MDD by age 25. However, these
studies did not account for unmeasured confounding factors,
including genetic and environmental factors shared among
family members. This is a critical limitation given the previously
reported genetic association between ADHD and MDD. To
ticle under the
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date, two Mendelian randomization (MR) studies have tested a
causal hypothesis for the association between ADHD and
MDD (18,23). Both studies found that ADHD genetic liability
was associated with an increased risk of depression. One of
these studies found that this association was weaker when
using the largest available broadly defined depression
genome-wide association study (GWAS) that identified 102
risk loci (24), with evidence of horizontal pleiotropy. Riglin et al.
(18) also complemented the MR evidence with a longitudinal
birth cohort with converging findings across the two study
designs. However, the longitudinal analyses did not account
for unmeasured familial confounding, and MR analyses in both
studies used weak genetic instruments for ADHD. Instruments
for ADHD included 12 genome-wide significant hits (7)
compared with the most recent available ADHD GWAS that
identified 27 risk loci. This is an important limitation, as the use
of weak genetic instruments may lead to bias in the estimates
of the causal effect (25) and may be underpowered to provide
reliable estimates of a causal effect of the exposure on the
outcome. Another limitation of using weak instruments in MR is
that it may be subject to confounding by other factors. For
example, if the genetic variant is also associated with other
exposures or confounders, this could affect the estimates of
the causal effect. Finally, the use of weak instruments may lead
to low statistical power, increasing the likelihood of a type II
error (i.e., failing to detect a true effect). This can limit the ability
to draw robust conclusions from the analysis. Similarly, not
controlling for correlated or uncorrelated horizontal pleiotropy
is another source of bias through confounding by the other
traits or outcomes affected by the genetic variant or through
collider stratification bias (26).

In this study, we assessed the relationship between ADHD
and MDD using 3 genetically informed designs to better
disentangle causality from confounding. The integration of
evidence from different methods addressing the same
research question (i.e., triangulating evidence) not only can
identify different sources of potential bias, but also can ulti-
mately strengthen the certainty of the conclusions in etiological
epidemiology (27–29). First, using a longitudinal nationwide
register-based cohort sibling design, we assessed the rela-
tionship between ADHD and depression while controlling for
unmeasured familial factors shared by siblings (i.e., shared
genetic and environmental factors). Second, we investigated
the relationship between ADHD symptoms at age 9 years and
subsequent depression symptoms in adolescence at ages 15
and 18 years using validated standardized questionnaires in a
prospective co-twin control comparison including mono-
zygotic (MZ) and dizygotic (DZ) twins, allowing us to perform a
more stringent control for genetic and shared environmental
factors. Lastly, we performed a two-sample MR to quantify
whether genetic liability to ADHD is causally associated with
depression accounting for pleiotropic effects (both correlated
and uncorrelated horizontal pleiotropy), using summary-level
statistics from the largest, most recent GWASs to date of
ADHD (30) and MDD (24).
METHODS AND MATERIALS

The study received ethical approval from the Regional Ethical
Review Board in Stockholm, Sweden and followed the
Biological P
Strengthening the Reporting of Observational studies in
Epidemiology (STROBE) (31) and Strengthening the Reporting
of Observational Studies in Epidemiology using Mendelian
Randomization (STROBE-MR) (32) guidelines. The requirement
for informed consent was waived because the study was
register based, and data on the included individuals were de-
identified. The investigation conforms to the 1964 Declaration
of Helsinki and its later amendments or comparable ethical
standards.

Sibling Cohort

Study Population. Our study cohort was identified using
several Swedish population registries linked by the unique
personal identification number assigned to every individual
registered in Sweden, including the Total Population Register,
Medical Birth Register, Death Register, Prescribed Drug Reg-
ister (PDR), National Patient Register (NPR), and Multi-
generation Register. From the Total Population Register, we
identified all individuals born and living in Sweden between
1992 and 2007, excluding individuals who died or emigrated
before age 5, individuals with unidentifiable biological parents,
stillbirths, and individuals with congenital malformations. All
individuals were linked to their full siblings using the Multi-
generation Register (1,018,489 individuals within 456,160
clusters of full siblings). The cohort was followed from age 5
years until a recorded diagnosis of depression, death,
emigration, or the end of the study period (December 31,
2013).

Exposure and Outcome. Depression was defined by at
least one depression diagnosis in the NPR (inpatient and
specialized outpatient services) from age 5 years onward (ICD-
9 codes 296B, 300E, and 311; ICD-10 codes F32 and F33).
ADHD was defined by either receiving at least one ADHD
diagnosis in the NPR from age 3 years onward (ICD-9 code
314; ICD-10 code F90) or a prescription of any approved
ADHD medication in the PDR within the study period
(Anatomical Therapeutic Chemical codes N06BA04, N06BA01,
N06BA02, N06BA09, and N06BA12).

Covariates. Using information from the Total Population
Register and Swedish Longitudinal Integrated Database for
Health Insurance and Labor Market Studies, we included sex
and birth year as covariates in the analyses given that the
administrative prevalence of both ADHD and depression are
different in males and females and has changed over time.
Further, the highest parental education of either parent at the
year of birth of each sibling was included as a proxy for so-
cioeconomic status.

Statistical Analysis. Incidence rates of depression with
95% CIs in individuals with and without ADHD were calculated
fitting a Poisson generalized linear model using a log link
function. To investigate the relationship between ADHD and
subsequent depression, we fitted a set of Cox proportional
hazards models with attained age as the underlying time scale.
First, we fitted an unadjusted model including ADHD as a time-
varying covariate. In adjusted models, we first adjusted for
genetic and environmental factors shared by siblings by
sychiatry March 1, 2024; 95:444–452 www.sobp.org/journal 445
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performing a sibling-stratified Cox proportional hazards model.
Next, estimates were further adjusted for sex, birth year, and
parental education. Estimates were stratified by sex to deter-
mine sex differences in the association between ADHD and
MDD. Lastly, to address the potential influence of ADHD
medications on the association between ADHD and MDD,
analyses were stratified based on individuals with an ADHD
diagnosis and no recorded prescription of ADHD medications
in the PDR versus individuals with one or more prescriptions in
the PDR. Estimates are presented as hazard ratios (HRs) with
95% CIs.

Child and Adolescent Twin Study in Sweden

Study Population. Our twin cohort was based on data from
the CATSS (Child and Adolescent Twin Study in Sweden).
CATSS is an ongoing, longitudinal nationwide cohort. All
Swedish twins and their parents are invited to participate when
the twins turn 9 (12-year-olds were also included in the first
wave) since July 2004 [details can be found in Anckarsäter
et al. (33)]. We selected all MZ and DZ twins whose parents
completed the Autism-Tics, ADHD and Other Comorbidities
inventory at age 9 and who also had at least one completed
parent-reported or self-rated questionnaire for depression
symptoms at ages 15 or 18 years (N = 16,477; 11,393 DZ,
5,084 MZ).

Exposure and Outcome. At age 9, the Autism-Tics, ADHD
and Other Comorbidities inventory (34) was administered to
parents of the twins via telephone. This scale comprises 19
items closely corresponding to DSM-IV criteria for ADHD.
Depression symptoms were captured at ages 15 and 18 years
using different scales and raters. At age 15, both twins and
parents provided information about internalizing symptoms
using the Strengths and Difficulties Questionnaire (35). The
Strengths and Difficulties Questionnaire is a 25-item ques-
tionnaire that includes 5 subscales. In this study, we used the
emotional problems subscale, which contains 5 Likert-type
items. At age 18, the twins completed information on 11
Likert-type items on depression using the Center for Epide-
miologic Studies Depression Scale (Iowa form) (36), and their
parents completed the Adult Behavior Checklist/18-59
(anxious/depressed scale) (37). All scales showed adequate
internal consistency in our cohort (a = 0.92, a = 0.71, a = 0.70,
a = 0.87, a = 0.88, respectively).

Statistical Analysis. Factor scores were used given that
different raters and questionnaires were used and the differ-
ence in factor loadings for each item that do not justify sum
scoring (38). For each scale, factor scores were estimated
using Markov chain Monte Carlo Bayesian estimation to
compute the posterior median for each factor score using 600
imputed plausible values (39). Factor scores were estimated in
a confirmatory factor analysis model with all depression latent
factors (i.e., different rater and questionnaire) allowed to
correlate. ADHD factor scores were calculated in a separate
confirmatory factor analysis model. Item scores were treated
as ordinal (40) and were estimated using the probit link.
Bayesian estimation was performed using a Gibbs sampler
using 4 independent chains with 10,000 iterations each. Model
446 Biological Psychiatry March 1, 2024; 95:444–452 www.sobp.org/j
convergence was assessed using the Gelman-Rubin conver-
gence statistic. Results using robust maximum likelihood are
presented in the Supplement. Factor scores were calculated
using Mplus 8.3 (41).

We tested the within-twin pair association between ADHD
symptoms at age 9 years and subsequent depression symp-
toms in adolescence at ages 15 and 18 years fitting a condi-
tional linear regression, with each twin pair treated as a
separate stratum, using generalized estimating equations.
Importantly, the within-twin pair association is adjusted for
shared genetic and environmental factors, allowing us to get
an association that is closer to the causal effect than between-
twin comparisons. We performed analyses for MZ twins and
same-sex DZ twins. Specifically, we adjusted 100% of genetic
and environmental factors shared by MZ twins, and 50% of
segregating genetic effects and the shared environmental
factors in DZ twins. Because of well-established sex differ-
ences of ADHD in childhood, with higher rates of ADHD in
males and higher rates of MDD in females through ages,
opposite-sexed DZ twin pairs were removed from the ana-
lyses. Analyses were performed with the R package drgee (42).
All analyses were performed using R version 4.2.2 (43).

Mendelian Randomization

Genetic Correlations. To explore the shared genetic
component of ADHD and depression, the genetic correlation
was calculated using linkage disequilibrium score regression
and precomputed European linkage disequilibrium scores from
the 1000 Genomes Project Phase 3 downloaded from https://
github.com/bulik/ldsc.

Univariate Mendelian Randomization. To assess the
potential causal effect of liability to ADHD on depression, we
extracted summary-level data from the largest, most recent
GWASs with European ancestry for ADHD (N = 225,534;
38,691 cases and 186,843 controls) (30) and MDD (N =
500,199 excluding 23andMe; 170,756 cases and 329,443
controls) (24). Single nucleotide polymorphisms (SNPs) were
extracted from each GWAS using the genome-wide signifi-
cance threshold (p , 5 3 1028), and linkage disequilibrium
clumping was performed on the instrument using an r2 cutoff
of 0.001 and a clumping window of 10,000 kb. The direction of
the effects and reference alleles were harmonized between
ADHD and depression GWASs. When SNPs were missing in
the outcome GWAS, a proxy SNP with high linkage disequi-
librium (r2 = 0.8 within 250 kb) was used. Palindromic SNPs
with a minor allele frequency , 0.3 were aligned, whereas
those with minor allele frequency$ 0.3 were excluded from the
analyses.

MR analyses were first performed using the inverse variance
weighted approach. Given that the inverse variance weighted
method can result in biased estimates in the presence of
horizontal pleiotropy, we further performed 5 different MR
approaches to assess potential violations of MR assumptions:
1) robust MR-Egger, 2) weighted median, 3) MR pleiotropy
residual sum and outlier, 4) Bayesian weighted MR (44), and 5)
causal analysis using summary effect estimates (45) (CAUSE).
While methods such as MR-Egger and weighted median can
detect uncorrelated horizontal pleiotropy, these methods
ournal
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Table 1. Association Between ADHD and Depression in the
Cohort of Full Siblings, N = 1,018,489

Model HR (95% CI)

Unadjusted 7.40 (7.06–7.75)

Adjusteda 4.12 (3.62–4.69)

Fully Adjustedb 4.72 (4.12–5.40)

Malesc 3.94 (3.03–5.11)

Femalesc 4.31 (3.29–5.65)

ADHD, attention-deficit/hyperactivity disorder; HR, hazard ratio.
aEstimates adjusted for shared familial confounding factors.
bEstimates adjusted for shared familial confounding factors, birth year, sex,

and parental education.
cEstimates adjusted for shared familial confounding factors, birth year, and

parental education.
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cannot detect correlated pleiotropy resulting in spurious as-
sociations. Moreover, Egger fails when many weak horizontal
pleiotropic effects exist or a few but large pleiotropic effects
exist (44). In contrast, Bayesian weighted MR accounts for the
uncertainty of estimated weak effects and horizontal pleiot-
ropy, and CAUSE was used to account for uncorrelated and
correlated horizontal pleiotropy. False discovery rate p-value
adjustments were performed to account for multiple compar-
isons. Although it is well established that onset of ADHD pre-
cedes MDD, MR Steiger directionality test (46) was used to
investigate the direction of association between ADHD and
MDD. Finally, we performed leave-one-out analysis to evaluate
the presence of influential outliers. MR was performed in R
version 4.2.2 (43) using the TwoSampleMR (version 0.5.6) and
CAUSE (version 1.2.0.335) packages (45,47).

Given recent concerns regarding the low specificity of how
MDD is defined in large GWASs (48), analyses were repeated
including two different GWASs that used a more strict defini-
tion of MDD, requiring a combination of structured interviews
and electronic health records (excluding self-reported diag-
nosis from the UK Biobank and 23andMe) (N = 138,884) (49) or
a DSM-IV diagnosis (N = 18,759) (50).

RESULTS

Sibling and Co-twin Analyses

Our sibling cohort comprised 1,018,489 individuals with a
median age at the end of follow-up of 14 years (interquartile
range, 10–18 years; range, 6–21 years), of whom 495,931
(49%) were females and 522,558 (51%) were males. Among
those, 35,968 (3.53%) were diagnosed with ADHD and 12,176
(1.20%) were diagnosed with depression after age 5 years,
with a median (interquartile range) age at diagnosis of 11.8
(9.31–14.8) and 16.6 (14.9–18.1) years, respectively. The me-
dian follow-up time was 8.80 years with a total follow-up time
including 8.6 million person-years.

The incidence rate of depression was 12.07 (95%
CI 11.83–12.3) events per 10,000 person-years in individuals
without ADHD and 62.37 (95% CI 59.81–65.04) events per
10,000 person-years in individuals with ADHD. At the popu-
lation level, individuals with ADHD had a 7-fold increased risk
of subsequent depression compared with individuals without
ADHD (HR = 7.40 [95% CI 7.06–7.75]). When adjusting for
shared unmeasured familial confounders in sibling-stratified
analyses, the risk was attenuated but remained elevated
(HR = 4.12 [95% CI 3.62–4.69]). This relationship slightly
increased after further adjusting for birth year, sex, and ach-
ieved parental education (HR = 4.72 [95% CI 4.12–5.40]), with
a similar magnitude of the association between males and
females (HR = 3.94 [95% CI 3.03–5.11] and HR = 4.31 [95% CI
3.29–5.65], respectively) (Table 1). Similar estimates were ob-
tained when stratifying individuals based on the identification
of individuals with ADHD through the NPR versus the PDR
(Table S2).

The twin cohort comprised 16,477 twins (5084 MZ and
11,393 DZ) born between 1992 and 2004, of whom 8799 (53%)
were females and 7678 (47%) were males. When examining
the unadjusted relationship between ADHD factor scores at
age 9 years and subsequent depression factor scores at ages
15 and 18 years, we observed a positive relationship between
Biological P
ADHD and depression factor scores across raters (i.e., self-
rated and parental rating) and zygosity. Table 2 shows all es-
timates for overall, MZ, and DZ twins at ages 15 and 18 using
parent and self-rated factor scores. Among MZ twins, ADHD
factor scores endorsed by parents were associated with higher
MDD factor scores at ages 15 (b = 0.07 [95% CI 0.05–0.08])
and 18 years (b = 0.09 [95% CI 0.08–0.11]). When adjusting
for shared unmeasured familial confounding, we observed an
attenuation of these associations, but they remained statisti-
cally significant (b = 0.03 [95% CI 0.01–0.05] and b = 0.06
[95% CI 0.03–0.08], respectively).

Mendelian Randomization

Genetic Correlations. We found moderately strong ge-
netic correlations between depression and ADHD (rg = 0.52,
SE = 0.03, p = 2 3 10279).

Univariate MR Analyses. We found evidence of a causal
effect of genetic liability for ADHD on depression (odds ratio
[OR] = 1.15 [95% CI 1.08–1.23]) using inverse variance
weighting. Weighted median, Bayesian weighted MR, MR
pleiotropy residual sum and outlier, and CAUSE provided
consistent estimates in the same direction and magnitude
(Figure 1). We found no evidence of uncorrelated horizontal
pleiotropy using MR-Egger intercept (OR = 1.01 [95% CI
0.99–1.03], p = .235). Cochran Q statistic showed heteroge-
neity of the effects in the included variants for ADHD liability
and depression (Q = 127.36, p = 4.66 3 10216); however,
leave-one-out sensitivity analyses did not highlight that the
effect was driven by any particular SNP (Figure 2). Results from
the two-sample MR analyses assessing the causal relationship
between ADHD and depression are shown in Table 3. The
Steiger directionality test supported the hypothesis that ADHD
genetic liability causes MDD is the correct causal direction (p =
3 3 102141). Analyses using a stricter MDD definition showed
similar conclusions, with a slight increase in the coefficients
(OR = 1.26 [95% CI 1.16–1.37] and OR = 1.31 [95% CI
1.13–1.54]).

DISCUSSION

This study used three different genetically informed designs (a
longitudinal nationwide sibling comparison analysis, a pro-
spective co-twin control analysis, and a two-sample Mendelian
sychiatry March 1, 2024; 95:444–452 www.sobp.org/journal 447
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Table 2. Association Between ADHD Factor Scores and Depression Factor Scores at Ages 15 and 18 in the Twin Cohort,
N = 16,477

Model Sex Age, Years

Parent Twin

Unadjusted b (95% CI) Adjusted b (95% CI)a p Value Unadjusted b (95% CI) Adjusted b (95% CI)a p Value

Overall Same sex 15 0.07 (0.06 to 0.08) 0.03 (0.02 to 0.04) ,.001 0.03 (0.02 to 0.04) 0.01 (0.002 to 0.03) .028

18 0.09 (0.08 to 0.11) 0.05 (0.03 to 0.07) ,.001 0.03 (0.02 to 0.04) 0.02 (0.003 to 0.03) .018

MZ Overall 15 0.07 (0.05 to 0.08) 0.03 (0.01 to 0.05) .001 0.03 (0.02 to 0.04) 0.01 (20.003 to 0.03) .105

18 0.09 (0.08 to 0.11) 0.06 (0.03 to 0.08) ,.001 0.03 (0.01 to 0.04) 0.01 (20.004 to 0.03) .130

DZ Same sex 15 0.07 (0.06 to 0.09) 0.03 (0.01 to 0.05) .011 0.03 (0.01 to 0.04) 0.02 (20.004 to 0.04) .104

18 0.09 (0.07 to 0.11) 0.04 (0.01 to 0.07) .009 0.03 (0.01 to 0.04) 0.03 (0.003 to 0.05) .030

ADHD, attention-deficit/hyperactivity disorder; DZ, dizygotic; MZ, monozygotic.
aEstimates adjusted for shared familial confounding factors.
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randomization) to assess the relationship between ADHD and
MDD. We found support from all three designs converging to
suggest that ADHD has a causal effect on the development of
subsequent depression. Results from the longitudinal nation-
wide sibling comparison design showed that siblings with
ADHD had a 4-fold increased risk for subsequent depression
compared with their siblings without ADHD, with no differ-
ences between males and females. Results from the co-twin
control study revealed that ADHD factor scores were posi-
tively associated with depression scores later in life at ages 15
and 18 years, supporting the interpretation that ADHD has a
causal effect on MDD. Similarly, MR analyses indicated evi-
dence for a causal relationship between ADHD genetic liability
and depression.

By integrating evidence from different genetically informa-
tive methods and representative population samples, we pro-
vide a more robust basis for the hypothesis of a causal
relationship between ADHD and MDD. The result from the
population-based sibling analyses suggests an attenuation of
the ADHD-MDD relationship when adjusting for unmeasured
familial confounding. This indicates that traditional observa-
tional approaches not adjusting for familial factors may result
in biased estimations. Further, in line with previous research
(51), we found no evidence suggesting that ADHD medication
influences the observed relationship between ADHD and
depression based on analyses stratified by ADHD medication
t

Figure 1. Scatterplot of single nucleotide polymorphism (SNP) effects on
attention-deficit/hyperactivity disorder (ADHD) and major depressive disor-
der. The slope of each line represents the estimated Mendelian randomi-
zation (MR) effect per method. CAUSE, causal analysis using summary
effect estimates.
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status. In within-twin pair comparisons we observed a similar
pattern of results. Within MZ twins, adjusting for 100% of the
genetic and shared familial confounding attenuated the asso-
ciation between ADHD factor scores and MDD factor scores,
highlighting again the importance of shared familial factors.
The association remained statistically significant, suggesting a
causal link between ADHD and subsequent MDD that cannot
be entirely explained by shared genetic and environmental
factors. Instead, this highlights the importance of environ-
mental factors not shared by family members underlying this
association.

Future research should prioritize the identification of spe-
cific environmental factors that may mediate the development
of depression in individuals with ADHD. Several potential
mediating pathways warrant further investigation. First, factors
such as differential treatment by parents, traumatic experi-
ences, compromised peer relationships, and unique life events
not shared between twins or siblings may increase the
vulnerability to depression (11,52–55). Second, chronic
Figure 2. Leave-one-out sensitivity analysis. MR, Mendelian
randomization.
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Table 3. Results From Two-Sample MR Assessing Causal Relationships Between ADHD and Depression

Method No. SNPs b SE p Value OR
Lower
Bound

Upper
Bound

Heterogeneity Pleiotropy Test

Q p Value Egger Intercept Egger p

Main Analyses

MR-Egger robust 26 0.08 0.09 .389 1.08 0.91 1.28 127.36 4.66 3 10216 0.01 .349

Weighted median 26 0.14 0.03 ,.001 1.15 1.10 1.21 – – – –

Inverse variance weighted 26 0.14 0.03 ,.001 1.15 1.08 1.23 135.21 4.24 3 10217
– –

Simple mode 26 0.18 0.04 ,.001 1.19 1.09 1.30 – – – –

Weighted mode 26 0.17 0.05 ,.001 1.18 1.08 1.29 – – – –

Bayesian weighted 26 0.15 0.03 ,.001 1.16 1.09 1.23 – – – –

MR-PRESSO 26 0.14 0.02 ,.001 1.15 1.10 1.20 – – – –

CAUSE 26 0.17 0.01 – 1.19 1.08 1.31 0.06 – – –

Sensitivity Analyses

Inverse variance weighted
(MDD definition 2)

26 0.23 0.04 ,.001 1.26 1.16 1.37 – – – –

Inverse variance weighted
(MDD definition 3)

23 0.27 0.08 ,.001 1.31 1.13 1.54 – – – –

ADHD, attention-deficit/hyperactivity disorder; CAUSE, causal analysis using summary effect estimates; MDD, major depressive disorder; MR, Mendelian
randomization; PRESSO, pleiotropy residual sum and outlier; SNP, single nucleotide polymorphism; OR, odds ratio.
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stressors, including academic underachievement and occu-
pational difficulties resulting from ADHD-related challenges,
can undermine self-esteem, exacerbate emotional dysregula-
tion, foster a sense of isolation and diminished self-worth, and
generate feelings of frustration and failure (56–58), thereby
increasing the likelihood of depression. Lastly, experiences
related to substance misuse as well as other psychiatric and
somatic comorbidities may impact development of depression
(59–61) through various mechanisms, such as altering brain
chemistry or affecting social support networks (62,63).
Exploring these pathways can provide valuable insights into
the complex relationship between ADHD and depression,
informing targeted interventions to mitigate depression risk in
individuals with ADHD.

The present article has several strengths. First, the longi-
tudinal nature of our register-based sibling comparison study
allowed us to establish the temporal relationship between
ADHD and MDD in a cohort of more than 1 million individuals.
Shared unmeasured familial confounding was adjusted in
sibling analyses, and recall biases are not a concern when
using electronic health records. Second, twin comparisons
used standardized, well-validated scales from twins and their
parents at ages 9, 15, and 18 years. Moreover, twin compari-
sons allowed us to perform a more stringent control for familial
confounding by using MZ twin pairs. Third, we used the
largest, most recent GWAS on ADHD with more than double
the identified risk loci (27 GWAS hits) compared with a prior
GWAS included in the two previous MR studies of ADHD and
MDD (18). The MR findings in the current study showed
consistent results across 8 different methods. In contrast to a
previous study (18) that found weak evidence for a causal
relationship between ADHD liability and MDD using a broad
definition of depression (OR = 1.06 [95% CI 0.98–1.15]), our
study revealed a stronger association (OR = 1.19 [95% CI
1.08–1.31]) than previously reported by including the largest to
date GWAS on ADHD (30).
Biological P
Conclusions from this study should be interpreted within the
context of some potential limitations. Although register data
allowed us to establish temporal relationships between ADHD
and MDD, timing of diagnoses in registers is not necessarily
accurate, as it is possible that there is a delay from onset to
getting diagnosed and treated. ADHD diagnoses in the sibling
comparisons were identified using inpatient and outpatient
services. As such, misclassification is possible, potentially
attenuating the association between ADHD and MDD.
Misclassification of individuals with MDD is also plausible
given that individuals with MDD after age 18 years are most
likely managed in primary care services. However, by including
inpatient and outpatient services, we were able to capture the
more severe cases. Another important limitation is the rela-
tively low response rates in CATSS participants at ages 15 and
18—61% and 59%, respectively. Further, selection bias is
possible if individuals/families affected by ADHD and/or
depression are less likely to participate in survey studies.
Another limitation is that population-based studies using
symptom questionnaires (CATSS) cannot differentiate ADHD
from depression as accurately as clinical assessments by cli-
nicians. This may result in inflated associations between ADHD
and depression. The study primarily focuses on a young/
adolescent population, with the sibling cohort limited to in-
dividuals up to age 21 and the twin cohort assessing associ-
ations at ages 9 and 15 to 18. It is crucial to acknowledge that
the mechanism underlying MDD can vary across develop-
mental stages (64). Generalizing these findings to adult pop-
ulations should be done cautiously, considering that MDD
symptoms in adults may differ from symptoms in adolescents.
Future research in adults is necessary for a comprehensive
understanding of the ADHD-MDD association across the life
span. Finally, MR analyses are also susceptible to bias due to
the confounding effect of population stratification that occurs
secondary to differences in ancestral populations from which
different genotypes come, together with other factors such as
sychiatry March 1, 2024; 95:444–452 www.sobp.org/journal 449
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pleiotropy, unmeasured and unknown confounding, linkage
disequilibrium, and ethnic differences in allele frequencies.

In conclusion, findings from 3 genetically informed
methods converge to suggest a possible causal relationship
between ADHD and depression. Understanding the potential
causal mechanisms linking ADHD and MDD underscores the
need for effective treatment of ADHD. Further, this under-
standing can inform assessment and management of in-
dividuals with ADHD, reducing their risk for developing MDD.
Consequently, such proactive measures can lead to
improved outcomes and overall well-being for individuals
affected by ADHD.

ACKNOWLEDGMENTS AND DISCLOSURES
This work was supported by the European Union’s Horizon 2020 research
and innovation programme (Grant No. 965381), Swedish Research Council
(Grant No. 2018-02599 [to HL]), Hjärnfonden (Swedish Brain Foundation)
(Grant No. FO2021-0115 [to HL], and to IB), Fredrik och Ingrid Thurings
Stiftelse (Grant No. 2020-00610 [to IB]), Wolfson Centre for Young People’s
Mental Health (to AT), Novo Nordisk Foundation (Grant No.
NNF20OC0065561 [to DD]), and Lundbeck Foundation (Grant No. R344-
2020-1060 [to DD]). This work reflects only the authors’ view, and the Eu-
ropean Union is not responsible for any use that may be made of the in-
formation it contains. None of the funders had a role in the design and
conduct of the study; collection, management, analysis, and interpretation
of the data; preparation, review, or approval of the manuscript; and decision
to submit the manuscript for publication.

MG-A had full access to all the data in the study and takes responsibility
for the integrity of the data and the accuracy of the data analysis. MG-A and
HL were responsible for study concept and design. MG-A performed the
statistical analysis. All authors were responsible for acquisition, analysis,
and interpretation of data. MG-A wrote the original draft of the manuscript.
All authors critically revised the manuscript for important intellectual content.
HL and DD supervised the study.

We thank the Swedish Twin Registry for access to data. The Swedish
Twin Registry is managed by Karolinska Institutet and receives funding
through the Swedish Research Council (Grant No. 2017-00641).

HL reported receiving grants from Shire/Takeda Pharmaceuticals during
the conduct of the study; personal fees from and serving as a speaker for
Shire/Takeda Pharmaceuticals and Evolan Pharma AB outside the submit-
ted work; and sponsorship for a conference on ADHD from Shire Pharma-
ceuticals outside the submitted work. All other authors report no biomedical
financial interests or potential conflicts of interest.
ARTICLE INFORMATION
From the School of Medical Sciences, Örebro University, Faculty of Medi-
cine and Health, Örebro, Sweden (MG-A, HL); Department of Medical
Epidemiology and Biostatistics, Karolinska Institutet, Stockholm, Sweden
(MG-A, IB, PL, HL); Department of Biomedicine, Aarhus University, Aarhus,
Denmark (IB); Division of Psychological Medicine and Clinical Neurosci-
ences, MRC Centre for Neuropsychiatric Genetics and Genomics, Cardiff
University, Cardiff, United Kingdom (AT); Gillberg Neuropsychiatry Centre,
Institute of Neuroscience and Physiology, University of Gothenburg, Goth-
enburg, Sweden (SL); Department of Biomedicine–Human Genetics, Aarhus
University, Aarhus, Denmark (DD); iPSYCH, Lundbeck Foundation Initiative
for Integrative Psychiatric Research, Aarhus, Denmark (DD); and Center for
Genomics and Personalized Medicine, Aarhus, Denmark (DD).

Address correspondence to Miguel Garcia-Argibay, Ph.D., at miguel.
garcia-argibay@oru.se.

Received Mar 20, 2023; revised Jul 19, 2023; accepted Jul 30, 2023.
Supplementary material cited in this article is available online at https://

doi.org/10.1016/j.biopsych.2023.07.017.
450 Biological Psychiatry March 1, 2024; 95:444–452 www.sobp.org/j
REFERENCES
1. American Psychiatric Association (2013): Diagnostic and Statistical

Manual of Mental Disorders, 5th ed. Arlington, VA: American Psychi-
atric Association.

2. Faraone SV, Banaschewski T, Coghill D, Zheng Y, Biederman J,
Bellgrove MA, et al. (2021): The World Federation of ADHD Interna-
tional Consensus Statement: 208 Evidence-based conclusions about
the disorder. Neurosci Biobehav Rev 128:789–818.

3. Kessler RC, Berglund P, Demler O, Jin R, Koretz D, Merikangas KR,
et al. (2003): The epidemiology of major depressive disorder: Results
from the National Comorbidity Survey Replication (NCS-R). JAMA
289:3095–3105.

4. Fernandez-Pujals AM, Adams MJ, Thomson P, McKechanie AG,
Blackwood DHR, Smith BH, et al. (2015): Epidemiology and heritability
of major depressive disorder, stratified by age of onset, sex, and illness
course in Generation Scotland: Scottish Family Health Study (GS:
SFHS). PLoS One 10:e0142197.

5. Bron TI, Bijlenga D, Verduijn J, Penninx BWJH, Beekman ATF, Kooij JJS
(2016): Prevalence of ADHD symptoms across clinical stages of major
depressive disorder. J Affect Disord 197:29–35.

6. Sandstrom A, Perroud N, Alda M, Uher R, Pavlova B (2021): Preva-
lence of attention-deficit/hyperactivity disorder in people with mood
disorders: A systematic review and meta-analysis. Acta Psychiatr
Scand 143:380–391.

7. Demontis D, Walters RK, Martin J, Mattheisen M, Als TD,
Agerbo E, et al. (2019): Discovery of the first genome-wide sig-
nificant risk loci for attention deficit/hyperactivity disorder. Nat
Genet 51:63–75.

8. Du Rietz E, Pettersson E, Brikell I, Ghirardi L, Chen Q, Hartman C, et al.
(2021): Overlap between attention-deficit hyperactivity disorder and
neurodevelopmental, externalising and internalising disorders: Sepa-
rating unique from general psychopathology effects. Br J Psychiatry
218:35–42.

9. Grotzinger AD, Mallard TT, Akingbuwa WA, Ip HF, Adams MJ,
Lewis CM, et al. (2022): Genetic architecture of 11 major psychiatric
disorders at biobehavioral, functional genomic and molecular genetic
levels of analysis. Nat Genet 54:548–559.

10. Purper-Ouakil D, Porfirio M, Le Strat Y, Falissard B, Gorwood P,
Masi G (2017): What do childhood attention deficit/hyperactivity
symptoms in depressed adults tell us about the bipolar spectrum?
Psychiatry Res 249:244–251.

11. Powell V, Riglin L, Ng-Knight T, Frederickson N, Woolf K,
McManus C, et al. (2021): Investigating friendship difficulties in the
pathway from ADHD to depressive symptoms. Can parent–child
relationships compensate? Res Child Adolesc Psychopathol
49:1031–1041.

12. Rice F, Riglin L, Thapar AK, Heron J, Anney R, O’Donovan MC,
Thapar A (2019): Characterizing developmental trajectories and the
role of neuropsychiatric genetic risk variants in early-onset depression.
JAMA Psychiatry 76:306.

13. Jaffee SR, Moffitt TE, Caspi A, Fombonne E, Poulton R, Martin J
(2002): Differences in early childhood risk factors for juvenile-
onset and adult-onset depression. Arch Gen Psychiatry 59:
215.

14. Fabbri C, Hagenaars SP, John C, Williams AT, Shrine N, Moles L, et al.
(2021): Genetic and clinical characteristics of treatment-resistant
depression using primary care records in two UK cohorts. Mol Psy-
chiatry 26:3363–3373.

15. Garcia-Argibay M, Pandya E, Ahnemark E, Werner-Kiechle T,
Andersson LM, Larsson H, Du Rietz E (2021): Healthcare
utilization and costs of psychiatric and somatic comorbidities asso-
ciated with newly diagnosed adult ADHD. Acta Psychiatr Scand
144:50–59.

16. Chiu M, Lebenbaum M, Cheng J, de Oliveira C, Kurdyak P (2017): The
direct healthcare costs associated with psychological distress and
major depression: A population-based cohort study in Ontario, Can-
ada. PLoS One 12:e0184268.
ournal

mailto:miguel.garcia-argibay@oru.se
mailto:miguel.garcia-argibay@oru.se
https://doi.org/10.1016/j.biopsych.2023.07.017
https://doi.org/10.1016/j.biopsych.2023.07.017
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref1
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref1
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref1
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref2
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref2
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref2
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref2
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref3
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref3
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref3
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref3
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref4
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref4
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref4
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref4
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref4
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref5
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref5
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref5
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref6
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref6
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref6
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref6
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref7
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref7
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref7
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref7
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref8
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref8
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref8
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref8
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref8
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref9
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref9
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref9
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref9
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref10
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref10
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref10
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref10
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref11
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref11
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref11
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref11
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref11
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref12
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref12
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref12
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref12
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref13
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref13
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref13
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref13
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref14
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref14
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref14
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref14
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref15
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref15
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref15
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref15
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref15
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref16
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref16
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref16
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref16
http://www.sobp.org/journal


ADHD and Major Depressive Disorder
Biological
Psychiatry
17. Fishman PA, Stang PE, Hogue SL (2007): Impact of comorbid
attention deficit disorder on the direct medical costs of treating
adults with depression in managed care. J Clin Psychiatry 68:248–
253.

18. Riglin L, Leppert B, Dardani C, Thapar AK, Rice F, O’Donovan MC,
et al. (2021): ADHD and depression: Investigating a causal explanation.
Psychol Med 51:1890–1897.

19. Gundel LK, Pedersen CB, Munk-Olsen T, Dalsgaard S (2018): Longi-
tudinal association between mental disorders in childhood and sub-
sequent depression—a nationwide prospective cohort study. J Affect
Disord 227:56–64.

20. Brikell I, Larsson H, Lu Y, Pettersson E, Chen Q, Kuja-Halkola R, et al.
(2020): The contribution of common genetic risk variants for ADHD to a
general factor of childhood psychopathology. Mol Psychiatry
25:1809–1821.

21. Du Rietz E, Coleman J, Glanville K, Choi SW, O’Reilly PF, Kuntsi J
(2018): Association of polygenic risk for attention-deficit/hyperactivity
disorder with co-occurring traits and disorders. Biol Psychiatry Cogn
Neurosci Neuroimaging 3:635–643.

22. Powell V, Agha SS, Jones RB, Eyre O, Stephens A, Weavers B, et al.
(2021): ADHD in adults with recurrent depression. J Affect Disord
295:1153–1160.

23. Soler Artigas M, Sánchez-Mora C, Rovira P, Vilar-Ribó L,
Ramos-Quiroga JA, Ribasés M (2023): Mendelian randomization
analysis for attention deficit/hyperactivity disorder: Studying a
broad range of exposures and outcomes. Int J Epidemiol 52:386–
402.

24. Howard DM, Adams MJ, Clarke T-K, Hafferty JD, Gibson J,
Shirali M, et al. (2019): Genome-wide meta-analysis of
depression identifies 102 independent variants and highlights the
importance of the prefrontal brain regions. Nat Neurosci 22:343–
352.

25. Burgess S, Thompson SG, CRP CHD Genetics Collaboration (2011):
Avoiding bias from weak instruments in Mendelian randomization
studies. Int J Epidemiol 40:755–764.

26. Katikireddi SV, Green MJ, Taylor AE, Davey Smith G, Munafò MR
(2018): Assessing causal relationships using genetic proxies for ex-
posures: An introduction to Mendelian randomization. Addiction
113:764–774.

27. Lawlor DA, Tilling K, Davey Smith G (2017): Triangulation in aetio-
logical epidemiology. Int J Epidemiol dyw314.

28. Riglin L, Stergiakouli E (2022): Mendelian randomisation studies of
attention deficit hyperactivity disorder. JCPP Adv 2:e12117.

29. Cheesman R, Ayorech Z, Eilertsen EM, Ystrom E (2023): Why we need
families in genomic research on developmental psychopathology.
JCPP Adv 3:e12138.

30. Demontis D, Walters GB, Athanasiadis G, Walters R, Therrien K,
Nielsen TT, et al. (2023): Genome-wide analyses of ADHD identify 27
risk loci, refine the genetic architecture and implicate several cognitive
domains. Nat Genet 55:198–208.

31. von Elm E, Altman DG, Egger M, Pocock SJ, Gøtzsche PC,
Vandenbroucke JP, , for the STROBE Initiative (2007): The Strength-
ening the Reporting of Observational Studies in Epidemiology
(STROBE) statement: Guidelines for reporting observational studies.
Ann Intern Med 147:573.

32. Skrivankova VW, Richmond RC, Woolf BAR, Davies NM,
Swanson SA, VanderWeele TJ, et al. (2021): Strengthening the
Reporting of Observational Studies in Epidemiology using Men-
delian Randomisation (STROBE-MR): Explanation and elaboration.
BMJ 375:n2233.

33. Anckarsäter H, Lundström S, Kollberg L, Kerekes N, Palm C,
Carlström E, et al. (2011): The Child and Adolescent Twin Study in
Sweden (CATSS). Twin Res Hum Genet 14:495–508.

34. Hansson SL, Svanströmröjvall A, Rastam M, Gillberg C, Gillberg C,
Anckarsäter H (2005): Psychiatric telephone interview with parents for
screening of childhood autism—tics, attention-deficit hyperactivity
disorder and other comorbidities (A-TAC): Preliminary reliability and
validity. Br J Psychiatry 187:262–267.
Biological P
35. Goodman R (1997): The Strengths and Difficulties Questionnaire: A
research note. J Child Psychol Psychiatry 38:581–586.

36. Van Dam NT, Earleywine M (2011): Validation of the Center for
Epidemiologic Studies Depression Scale–Revised (CESD-R): Prag-
matic depression assessment in the general population. Psychiatry
Res 186:128–132.

37. Achenbach TM, Rescorla L (2003): Manual for the ASEBA Adult Forms
& Profiles: For Ages 18-59: Adult Self-Report, Adult Behavior Check-
list. Burlington, VT: ASEBA.

38. McElreath R (2018): Statistical Rethinking: A Bayesian Course
With Examples in R and Stan, 1st ed. London: Chapman & Hall/
CRC.

39. Asparouhov T, Muthén B (2010): Plausible values for latent variables
using Mplus. Available at: https://www.statmodel.com/download/
Plausible.pdf. Accessed March 31, 2023.

40. DeVellis RF (2012): Scale Development: Theory and Applications, 3rd
ed. Thousand Oaks, CA: Sage.

41. Muthén LK, Muthén BO (1998): Mplus User’s Guide, 8th ed. Los
Angeles, CA: Muthén & Muthén.

42. Zetterqvist J, Sjölander A (2015): Doubly robust estimation with the R
package drgee. Epidemiol Methods 4:69–86.

43. R Core Team (2020): R: a language and environment for statistical
computing. Vienna, Austria: R Foundation for Statistical Computing.
Available at: https://www.R-project.org/.

44. Zhao J, Ming J, Hu X, Chen G, Liu J, Yang C (2020): Bayesian
weighted Mendelian randomization for causal inference based on
summary statistics. Bioinformatics 36:1501–1508.

45. Morrison J, Knoblauch N, Marcus JH, Stephens M, He X (2020):
Mendelian randomization accounting for correlated and uncorrelated
pleiotropic effects using genome-wide summary statistics. Nat Genet
52:740–747.

46. Hemani G, Tilling K, Davey Smith G (2017): Orienting the causal rela-
tionship between imprecisely measured traits using GWAS summary
data. PLoS Genet 13:e1007081.

47. Hemani G, Zheng J, Elsworth B, Wade K, Baird D, Haberland V, et al.
(2018): The MR-Base platform supports systematic causal inference
across the human phenome. eLife 7:e34408.

48. Flint J (2023): The genetic basis of major depressive disorder. Mol
Psychiatry 28:2254–2265.

49. Wray NR, Ripke S, Mattheisen M, Trzaskowski M, Byrne EM,
Abdellaoui A, et al. (2018): Genome-wide association analyses identify
44 risk variants and refine the genetic architecture of major depres-
sion. Nat Genet 50:668–681.

50. Major Depressive Disorder Working Group of the Psychiatric GWAS
Consortium; Ripke S, Wray NR, Lewis CM, Hamilton SP,
Weissman MM, et al. (2013): A mega-analysis of genome-wide asso-
ciation studies for major depressive disorder. Mol Psychiatry 18:497–
511.

51. Bryant A, Schlesinger H, Sideri A, Holmes J, Buitelaar J, Meiser-
Stedman R (2023): A meta-analytic review of the impact of ADHD
medications on anxiety and depression in children and adolescents.
Eur Child Adolesc Psychiatry 32:1885–1898.

52. Garcia-Argibay M, Zhang-James Y, Cortese S, Lichtenstein P,
Larsson H, Faraone SV (2023): Predicting childhood and adolescent
attention-deficit/hyperactivity disorder onset: A nationwide deep
learning approach. Mol Psychiatry 28:1232–1239.

53. Arnold LE, Hodgkins P, Kahle J, Madhoo M, Kewley G (2020): Long-
term outcomes of ADHD: Academic achievement and performance.
J Atten Disord 24:73–85.

54. Powell V, Riglin L, Hammerton G, Eyre O, Martin J, Anney R, et al.
(2020): What explains the link between childhood ADHD and
adolescent depression? Investigating the role of peer relationships
and academic attainment. Eur Child Adolesc Psychiatry 29:1581–
1591.

55. Wendt FR, Garcia-Argibay M, Cabrera-Mendoza B,
Valdimarsdóttir UA, Gelernter J, Stein MB, et al. (2023): The relation-
ship of attention-deficit/hyperactivity disorder with post-traumatic
stress disorder: A two-sample mendelian randomization and
sychiatry March 1, 2024; 95:444–452 www.sobp.org/journal 451

http://refhub.elsevier.com/S0006-3223(23)01462-2/sref17
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref17
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref17
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref17
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref18
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref18
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref18
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref19
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref19
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref19
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref19
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref20
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref20
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref20
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref20
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref21
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref21
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref21
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref21
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref22
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref22
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref22
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref23
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref23
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref23
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref23
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref23
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref24
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref24
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref24
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref24
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref24
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref25
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref25
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref25
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref26
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref26
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref26
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref26
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref27
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref27
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref28
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref28
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref29
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref29
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref29
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref30
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref30
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref30
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref30
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref31
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref31
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref31
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref31
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref31
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref32
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref32
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref32
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref32
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref32
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref33
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref33
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref33
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref34
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref34
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref34
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref34
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref34
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref35
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref35
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref36
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref36
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref36
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref36
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref37
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref37
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref37
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref38
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref38
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref38
https://www.statmodel.com/download/Plausible.pdf
https://www.statmodel.com/download/Plausible.pdf
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref40
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref40
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref41
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref41
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref42
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref42
https://www.R-project.org/
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref44
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref44
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref44
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref45
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref45
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref45
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref45
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref46
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref46
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref46
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref47
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref47
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref47
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref48
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref48
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref49
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref49
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref49
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref49
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref50
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref50
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref50
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref50
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref50
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref51
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref51
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref51
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref51
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref52
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref52
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref52
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref52
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref53
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref53
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref53
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref54
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref54
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref54
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref54
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref54
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref55
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref55
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref55
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref55
http://www.sobp.org/journal


ADHD and Major Depressive Disorder
Biological
Psychiatry
population-based sibling comparison study. Biol Psychiatry 93:362–
369.

56. Harpin V, Mazzone L, Raynaud JP, Kahle J, Hodgkins P (2016): Long-
term outcomes of ADHD: A systematic review of self-esteem and
social function. J Atten Disord 20:295–305.

57. Faraone SV, Rostain AL, Blader J, Busch B, Childress AC, Connor DF,
Newcorn JH (2019): Practitioner review: Emotional dysregulation in
attention-deficit/hyperactivity disorder—implications for clinical
recognition and intervention. J Child Psychol Psychiatry 60:133–150.

58. Brod M, Schmitt E, Goodwin M, Hodgkins P, Niebler G (2012): ADHD
burden of illness in older adults: A life course perspective. Qual Life
Res 21:795–799.

59. Cortese S, Moreira-Maia CR, St. Fleur D, Morcillo-Peñalver C,
Rohde LA, Faraone SV (2016): Association between ADHD and obesity:
A systematic review and meta-analysis. Am J Psychiatry 173:34–43.

60. Garcia-Argibay M, Du Rietz E, Hartman CA, Lichtenstein P, Chang Z,
Fava C, et al. (2022): Cardiovascular risk factors in attention-deficit/
452 Biological Psychiatry March 1, 2024; 95:444–452 www.sobp.org/j
hyperactivity disorder: A family design study of Swedish conscripts. Int
J Methods Psychiatr Res 31:e1930.

61. Garcia-Argibay M, Li L, Du Rietz E, Zhang L, Yao H, Jendle J, et al.
(2023): The association between type 2 diabetes and attention-
deficit/hyperactivity disorder: A systematic review, meta-analysis,
and population-based sibling study. Neurosci Biobehav Rev 147:
105076.

62. Xie B, Chou C-P, Spruijt-Metz D, Liu C, Xia J, Gong J, et al. (2005):
Effects of perceived peer isolation and social support availability on
the relationship between body mass index and depressive symptoms.
Int J Obes 29:1137–1143.

63. Mastoras SM, Saklofske DH, Schwean VL, Climie EA (2018): Social
support in children with ADHD: An exploration of resilience. J Atten
Disord 22:712–723.

64. Thapar A, Riglin L (2020): The importance of a developmental
perspective in psychiatry: What do recent genetic-epidemiological
findings show? Mol Psychiatry 25:1631–1639.
ournal

http://refhub.elsevier.com/S0006-3223(23)01462-2/sref55
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref55
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref56
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref56
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref56
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref57
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref57
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref57
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref57
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref58
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref58
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref58
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref59
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref59
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref59
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref60
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref60
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref60
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref60
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref61
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref61
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref61
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref61
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref61
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref62
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref62
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref62
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref62
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref63
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref63
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref63
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref64
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref64
http://refhub.elsevier.com/S0006-3223(23)01462-2/sref64
http://www.sobp.org/journal

	Attention-Deficit/Hyperactivity Disorder and Major Depressive Disorder: Evidence From Multiple Genetically Informed Designs
	Methods and Materials
	Sibling Cohort
	Study Population
	Exposure and Outcome
	Covariates
	Statistical Analysis

	Child and Adolescent Twin Study in Sweden
	Study Population
	Exposure and Outcome
	Statistical Analysis

	Mendelian Randomization
	Genetic Correlations
	Univariate Mendelian Randomization


	Results
	Sibling and Co-twin Analyses
	Mendelian Randomization
	Genetic Correlations
	Univariate MR Analyses


	Discussion
	References


