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Supplementary Table 1. Observa(onal studies excluded at the stage of eligibility according to the 
PRISMA flow diagram. 
 

Author, year Study design Main reason(s) for exclusion 
Nseir W et al., 2019 
(PMID: 30325458) 

Cross-sec@onal hospital-based study (Israel) Unsa@sfactory study outcome (the study examined the 
associa@on between MASLD and the risk of 30-day all-cause 
death in pa@ents with community-acquired pneumonia) 

Jiang Y et al., 2021 
(PMID: 34904045) 

Cross-sec@onal hospital-based study (from 
na@onwide inpa@ent sample database in USA) 

Unsa@sfactory study outcome (the study examined the 
impact of MASLD on the risk of in-hospital mortality and 
complica@ons in pa@ents with Clostridium difficile-
associated diarrhea) 

Gjurasin B et al., 2023 
(PMID: 36675985) 

Cross-sec@onal hospital-based study (Croa@a) Unsa@sfactory study outcome (the study examined the 
impact of MASLD on the risk of in-hospital death and 
complica@ons in pa@ents with severe community-acquired 
pneumonia) 

Krznaric J et al., 2024 
(PMID: 38337491) 

Cross-sec@onal hospital-based study (Croa@a) Unsa@sfactory study outcome (the study examined the 
impact of MASLD on the risk of in-hospital mortality and 
complica@ons in pa@ents with community-acquired sepsis) 
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Supplementary Table 1. Observa(onal studies excluded at the stage of eligibility according to the 
PRISMA flow diagram. 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
  

Records identified from the 
inception to April 1, 2024 from: 

Databases (n = 1598) 
Registers (n = 0) 

Records removed before 
screening: 

Duplicate records removed  
(n = 1298) 
 

Records screened 
(n = 300) 

Records excluded for reasons 
specified in the Methods 
(n = 288) 

Reports assessed for eligibility 
(n = 12) 

Reports excluded (n = 4) at the 
stage of eligibility for reasons 
specified in Suppl. Table 1 

 

8 eligible observational studies included in 
meta-analysis 
(n = 6 cross-sectional and 2 prospective 
studies) 

Identification of eligible studies via databases and registers 
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Supplementary Figure 2. Forest plot and pooled es(mates of the effect of MASLD on the risk of 

serious bacterial infec(ons requiring hospital admission in the eligible cross-sec(onal studies 

stra(fied by study design (cross-sec(onal vs. case-control). 

 

  



Supplementary Figure 3. Forest plot and pooled es(mates of the effect of MASLD on the risk of 

serious bacterial infec(ons requiring hospital admission in the eligible cross-sec(onal studies 

stra(fied by study country. 

 
  



Supplementary Figure 4. Forest plot and pooled es(mates of the effect of MASLD on the risk of 

serious bacterial infec(ons requiring hospital admission in the eligible cross-sec(onal studies 

stra(fied by methodologies used for diagnosing MASLD. 

 

 

 
 

 
 

  



 
Supplementary Figure 5. One-study remove (“leave-one-out”) analysis to test the influence of each 

study on the overall effect size of the effect of MASLD on the risk of serious bacterial infec(ons 

requiring hospital admission in the eligible cross-sec(onal studies. 

 
 
 
 
 
 
  



Supplementary Figure 6. Bubble plot with a fiOed meta-regression line (in blue) showing the pooled 

es(mates of the effect of age on the odds of serious bacterial infec(ons requiring hospital admission 

in cross-sec(onal studies. 

 

 
 
  



Supplementary Figure 7. Bubble plot with a fiOed meta-regression line (in blue) showing the pooled 

es(mates of the effect of male sex on the odds of serious bacterial infec(ons requiring hospital 

admission in cross-sec(onal studies. 

 
 
 
 
 
  



Supplementary Figure 8. Bubble plot with a fiOed meta-regression line (in blue) showing the pooled 

es(mates of the effect of body mass index on the odds of serious bacterial infec(ons requiring 

hospital admission in cross-sec(onal studies. 

 

 
 
 
 
  



Supplementary Figure 9. Bubble plot with a fiOed meta-regression line (in blue) showing the pooled 

es(mates of the effect of pre-exis(ng type 2 diabetes on the odds of serious bacterial infec(ons 

requiring hospital admission in cross-sec(onal studies. 
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 ICD10 ICD9 
Any infec(on A00-A05, A09, A15-A58, 

A65-A79, B95-96, B99, 
D73.3, E06.0, G00-01, G06-

07, H10, H44.0, H60.0-3, 
H62.0, H66, H67.0, H70.0, 
H70.2, H70.9, H75.0, I00-
I01, I30.1, I32.0-1, I33.0, 
I40.0, I41.0, I43.0, I52.0, 

J01-06, J13-16, J17.0, J20.0-
2, J34.0, J36, J39.0-1, J44.0, 

J85, J86, K11.3, K12.2, 
K14.0, K23.0, K61, K63.0, 
K65.0, K65.9, K67, K75.0, 

K93.0, L00-L05, L08, L30.3, 
M00, M01, M46.2/3/5, 

M49.0-3, M60.0, M63.0, 
M63.2, M65.0/1, M68.0, 
M72.6, M86.0-2, M86.9, 

M90.0-2, N08.0, N10, N12, 
N13.6 N15.1, N15.9, N16.0, 

N29.1, N30.0/8/9, N33, 
N34.0-1, N39.0, N43.1, N74, 

O85, O91, R57.2, R65.1 
 

001-004, 008A-F, 008W, 009-018, 020-
027, 030-038, 040-041, 073, 078J, 

080-083, 087, 100-104, 136D, 245A, 
254B, 320E, 360A, 373B, 376A, 380B, 
382, 383A, 383C, 383X, 390-391, 421, 
461, 462-466, 475, 478B, 478C, 481-

483, 484C-F, 484W, 485, 486, 510, 
511B, 513, 527D, 528D, 529A, 566, 
567A-C, 567X, 569F, 572A, 590B-X, 
595A/W/X, 597, 598A, 599A, 603B, 
611A, 659D, 672, 680-686, 711A, 

728A, 730A/C/X, 785F 

Infec(on subtypes   
Sepsis A02.1, A32.7, A39.2, A40, 

A41, A48.3, R57.2, R65.1 
002, 003B, 036C, 038, 659D, 785F 

Ear-nose-throat or 
respiratory tract infec(ons 

A15-19, A37, H60.0-3, 
H62.0, H66, H67.0, H70.0, 

H70.2, H70.9, H75.0, K11.3, 
K12.2, K14.0, J01-06, J13-16, 

J17.0, J20.0-2, J34.0, J36, 
J39.0-1, J44.0, J85, J86 

010-018, 033, 034, 320E, 380B, 382, 
383A, 383C, 383X, 461, 462-466, 475, 
478B, 478C, 481-483, 484C-F, 484W, 

485, 486, 510, 511B, 513, 527D, 528D, 
529A 

Gastrointes(nal/abdominal 
infec(ons excluding 
peritoni(s 

A00-A04, A09, K23.0, K61, 
K63.0, K75.0, K93.0 

001-004, 008A-F, 008W, 009, 566, 
569F, 572A 

Peritoni(s including 
spontaneous bacterial 
peritoni(s 

K65.0, K65.9, K67 567A-C, 567X 

Urogenital infec(ons N08.0, N10, N12, N13.6 
N15.1, N15.9, N16.0, N29.1, 

N30.0/8/9, N33, N34.0-1, 
N39.0, N43.1, N74 

078J, 590B-X, 595A/W/X, 597, 598A, 
599A, 603B 

Musculoskeletal, skin, and 
connec(ve (ssue 
infec(ons 

A46, M00, M01, M46.2/3/5, 
M49.0-3, M60.0, M63.0, 
M63.2, M65.0/1, M68.0, 
M72.6, M86.0-2, M86.9, 
M90.0-2, L00-L05, L08, 

L30.3 

035, 680-686, 711A, 728A, 730A/C/X 

 


