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s u m m a r y

Objectives: Distinguishing bacterial from viral acute respiratory infection (ARI) is challenging, leading to 
inappropriate antimicrobial use and antimicrobial resistance. We evaluated the accuracy of two host-re
sponse tests to differentiate bacterial and viral infection.
Methods: This study used patient blood samples previously collected during a randomised controlled trial 
of adults hospitalised with ARI. The aetiology for each patient was clinically adjudicated. PAXgene blood 
RNA samples were tested using the TriVerity test (which measures 29 mRNAs) and serum samples were 
tested using the MeMed BV test (which measures 3 proteins). Diagnostic accuracy was calculated against 
adjudicated aetiology.
Results: 169 patients were tested. Median age was 60 (45−74) years and 152 (90%) received antibiotics. 60 
(36%) were adjudicated as bacterial, 54 (32%) as viral, 26 (15%) as viral/bacterial co-infection, and 29 (17%) as 
non-infected. For bacterial (including bacterial/viral co-infection) versus non-bacterial infection, the 
TriVerity bacterial score had a Positive Percentage Agreement (PPA) of 81% (95%CI 70–89) and a Negative 
Percentage Agreement (NPA) of 66% (95%CI 55–79) and the MeMed BV score had a PPA of 96% (95%CI 
90–99) and NPA of 34% (95%CI 23–47). The AUROC for the two tests was 0.77 (95%CI 0.70–0.84) and 0.81 
(95%CI 0.74–0.87) respectively, p = 0.388.
Conclusions: Both tests demonstrated similar overall accuracy for distinguishing bacterial infection with the 
Triverity test missing some bacterial infections and MeMed BV misclassifying most viral infections as 
bacterial. Prospective impact studies evaluating antibiotic use, safety and cost effectiveness are now re
quired.

© 2024 The Author(s). Published by Elsevier Ltd on behalf of The British Infection Association. This is an 
open access article under the CC BY license (http://creativecommons.org/licenses/by/4.0/).

Introduction

Acute respiratory infections (ARIs) are the commonest reason for 
antibiotic use worldwide.1–3 In the United Kingdom, the vast ma
jority of adult patients presenting to hospital with ARI are prescribed 
antibiotics despite a large proportion being caused by viruses.4,5

Unnecessary antibiotic use is the key driver of antimicrobial re
sistance which is now recognised as a global threat to human 
health.6,7 Diagnostic uncertainty over the causative pathogen is a 
key driver of this excessive use of antibiotics, as viral and bacterial 

ARIs cannot be reliably distinguished clinically.8,9 Rapid diagnostic 
testing for pathogens is an attractive solution, however, for bacteria 
this is hampered by difficulty obtaining appropriate lower re
spiratory tract samples and by the inability to differentiate colo
nising organisms from those causing disease. Although the use of 
multiplex molecular point-of-care tests (POCT) for respiratory 
viruses has been associated with a range of benefits in clinical trials, 
the impact on antibiotic use was minimal.10,11 This is likely to be due 
to their inability to rule out concomitant bacterial infection.

Testing for host immune response biomarkers has the potential 
to differentiate viral and bacterial infection and therefore reduce 
inappropriate antibiotic use by ruling out bacterial infection. Two 
acute phase inflammatory proteins, C-reactive protein (CRP) and 
procalcitonin (PCT) are already used widely in clinical practice but 
cannot differentiate bacterial from viral infection with sufficient 
accuracy.12–14
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The MeMed BV test (MeMed, Tirat Carmel, Israel) uses mea
surement of three host immune proteins: TNF-related apoptosis- 
inducing ligand; interferon gamma-induced protein 10 and C-re
active protein (TRAIL, IP-10 and CRP) in blood, using a laboratory 
immunoassay platform, which are then computationally integrated 
into a single score denoting the likelihood of either a bacterial (in
cluding viral/bacterial co-infection) or a viral (and other non-bac
terial aetiologies) infection.15 Studies evaluating MeMed BV in a 
range of different settings and including adults and children have 
reported high levels of accuracy.16,17

An alternative approach to host immune protein detection is the use 
of host mRNA transcriptomics-based assays to differentiate bacterial 
from viral infection. The TriVerity Acute Infection and Sepsis Test 
(Inflammatix, Sunnyvale, CA, USA), uses an isothermal reverse-tran
scribed loop-mediated amplification (qRT-LAMP) assay to measure le
vels of 29 host mRNAs in blood and incorporates machine learning to 
calculate 3 separate scores predicting the likelihood of bacterial infec
tion, viral infection and illness severity.18 This 29 gene set classifier has 
shown good levels of accuracy at distinguishing bacterial and viral in
fection across a range of clinical infection syndromes, in studies per
formed using laboratory instruments.19–21 The Myrna platform is a 
newly developed small footprint rapid analyser that analyses TriVerity 
test cartridges and is designed for use at the point-of-care.

This study aimed to evaluate and compare the diagnostic accu
racy of the TriVerity test, performed on the Myrna POCT platform, 
and the MeMed BV test, performed in a laboratory setting, in dif
ferentiating bacterial and viral infections in adults hospitalised with 
acute respiratory illness.

Methods

Study design, setting and patients

This retrospective diagnostic accuracy study used stored blood 
samples and data from the FluPOC trial: a multicentre randomised 
controlled trial evaluating the impact of POCT for Influenza in adults 
hospitalised with ARI, performed in the UK from 2017–2019. The results 
of the study and the protocol have been published previously and are 
publicly available https://www.thelancet.com/journals/lanres/article/ 
PIIS2213–2600(20)30469–0/fulltext.22,23 In brief, patients were eligible 
for recruitment if they: were aged ≥18 years, presented to hospital with 
symptoms of ARI of 10 days duration or less, were admitted and could be 
recruited within 16 h of presentation. All patients either gave written 
informed consent, or where patients lacked capacity to consent, con
sultee assent was obtained. All patients had upper respiratory tract 
samples (and, where available, lower respiratory tract samples) tested 
for respiratory viruses and atypical bacteria using the FilmArray Re
spiratory panel 2 (bioMérieux, Marcy l′Etoile, France) as part of the 
study. Patients had blood samples taken within 24 h following pre
sentation to hospital and stored. All patients recruited within the parent 
study were approached for blood samples. These samples were pro
cessed and frozen at −80◦C within 2 h of collection and did not undergo 
any freeze-thraw cycles prior to this study. All patients with stored 
PAXgene blood RNA tubes (PreAnalytix, Switzerland, a QIAGEN/BD 
company) were included in this study. Procalcitonin was retrospectively 
tested on stored serum samples and used in clinical adjudication along 
with the FilmArray results and routinely performed laboratory and 
radiological data.

Ethics approval

This FluPOC study was approved by the South Central – 
Hampshire A Research Ethics Committee on 7 September 2017 (re
ference17/SC/0368- amended once on 23 November 2017 to include 
an additional recruitment site). This included approval for the 
testing and analysis carried out in this study.

Clinical adjudication

In this diagnostic accuracy study, the reference standard was 
guidance tool-assisted clinical adjudication of infection status by an 
expert panel of Infectious diseases physicians with expertise in ARI, 
who had no input into the care of recruited participants. Clinical 
adjudication is the most widely accepted reference standard in di
agnostic accuracy studies in the absence of gold standard diagnostic 
methods.24,25 However, the process for clinical adjudication is not 
standardised and therefore we designed an adjudication guidance 
tool to assist with this process (supplementary tables S1 and S2). Our 
guidance tool describes four categories of likelihood for the presence 
of bacterial and viral infection: confirmed, probable, unlikely, and 
rejected, as has been used in previous studies.19,20 Diagnostic clinical 
data (microbiological, virological, laboratory, and radiological) were 
used to categorise patients into these four categories. Three physi
cians independently reviewed anonymised clinical data from cases 
and adjudicated each participant for the presence both bacterial and 
viral infection into the category of the highest likelihood for which 
they qualified, using the guidance tool. All adjudicators were blinded 
to the TriVerity and MeMed BV results. Final adjudication status for 
each participant was determined by the majority rule as detailed in 
the supplementary appendix (table S3).26

Two methods were used for converting the four original assess
ment categories into a binary (i.e., present or absent) classification 
for bacterial and viral infection: “consensus adjudication” (CA) and 
“forced adjudication” (FA) as described previously.24 The more 
stringent CA method only considers confirmed (bacterial/viral) ad
judications as “(bacterial/viral) infection present” cases and rejected 
adjudications as “(bacterial/viral) infection absent” cases. The re
maining cases (unlikely or probable adjudication) are considered 
inconclusive and removed from downstream analyses. The FA 
method “forces” every case into a binary classification for the pre
sence of bacterial infection and presence of viral infection, at the risk 
of introducing more uncertainty into the adjudicated infection 
status, due to ambiguous clinical presentation; all cases adjudicated 
as confirmed or probable become “(bacterial/viral) infection pre
sent” cases and those adjudicated as unlikely or rejected become 
“(bacterial/viral) infection absent”. The study profile with the num
bers of patients analysed by each adjudication method is detailed in 
Fig. 1. In this study we focus on reporting of results of FA, consistent 
with reporting guidelines for diagnostic accuracy studies,27 but also 
provide the results for CA for completeness.

TriVerity Acute Infection and Sepsis Test

The TriVerity test generates three numerical scores indicating the 
likelihood of bacterial infection, viral infection and illness severity by 
interpreting the levels of 29mRNAs, quantified via qRT-LAMP.23 Each 
score ranges between 1 and 50 and falls within one of the five ca
tegorical bands of likelihood: very low (1−10), low (11−20), moderate 
(21−30), high (31−40), and very high (41−50) as shown in the sup
plementary Fig. S1. PAXgene blood RNA samples were thawed and 
inserted into TriVerity cartridges and tested on the Myrna instru
ment (shown in supplementary appendix). Full details of the testing 
process and quality controls are provided in the supplementary 
appendix. As well as the results of the test, the time to result and the 
run failure rate was recorded. Accuracy for the illness severity score 
component of the TriVerity test was not analysed due to the very low 
event rate for the validated outcomes (Intensive Care Unit [ICU] 
admission and death) in this cohort.

MeMed BV test

The MeMed BV test uses measurement of three host immune pro
teins (TRAIL, IP-10, and CRP) which are computationally integrated into a 
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single score from 0–100 denoting the likelihood of bacterial or ‘viral and 
other non-bacterial aetiology’.15 A score of 90–100 is classified as high 
likelihood of bacterial infection, 66–89 as moderate likelihood of bac
terial infection, 35–65 as equivocal, 11–34 as moderate likelihood of viral 
infection, and ≤10 as high likelihood of viral infection. Overall, a score of 
> 65 is suggested to indicate bacterial infection and < 35 to indicate viral 
and ‘other non-bacterial infection aetiology’ (shown in supplementary 
Fig. S2). Stored serum samples frozen at −80 °C were shipped on dry ice 
to Labor Berlin-Charité Vivantes GmbH laboratory (Berlin, Germany) 
thawed and MeMed BV tested using the DiaSorin Liasion XL im
munoassay platform.

Statistical analysis

Descriptive statistics were used to summarise baseline demographic 
and clinical variables. For continuous data, median and interquartile 
range were calculated and categorical or binary data variables were 
summarised as frequency and percentage of total. Measures of diag
nostic accuracy with 95% confidence intervals were calculated for the 
TriVerity and MeMed test compared with clinical adjudication, overall 
and according to likelihood bands, for both bacterial (including co-in
fection with viruses) and viral infection. Accuracy was calculated using 
the two different methods of clinical adjudication (CA and FA) as pre
viously described. The terms positive and negative percentage agree
ment (PPA and NPA) are used in preference to sensitivity and specificity 
to acknowledge the lack of a gold standard for comparison and the in
herent uncertainty with using clinical adjudication. In addition, receiver 
operator characteristic (ROC) curves were generated for bacterial (in
cluding co-infection with viruses) versus non-bacterial infection and 

viral versus non-viral infection, for both CA and FA, and area under the 
curve (AUC) calculated with 95% confidence intervals. As MeMedBV does 
not distinguish between bacterial and bacterial/viral co-infection (cate
gorising co-infections as bacterial) we also calculated MeMed BV per
formance for viral infection by categorising bacterial/viral co-infection as 
bacterial, i.e. bacterial (including viral/bacterial co-infection) versus viral 
infection. AUCs were compared using the Hanley & McNeil method.28 All 
other analyses were performed using Prism version 9.4.1 (GraphPad 
Software, La Jolla, CA, USA) and Stata version 17.0 (StataCorp, College 
Station, Texas, USA). This report conforms to the STARD reporting 
guidelines for diagnostic accuracy studies.27

Results

Clinical adjudication

The results of clinical adjudication are detailed in the supplementary 
table S4. Using FA (i.e. all patients included) 60 (36%) of 169 patients 
were adjudicated as bacterial, 54 (32%) as viral, 26 (15%) as viral/bacterial 
co-infection and 29 (17%) as non-infected. Fig. 1 shows the study profile.

Baseline characteristics

Patient baseline characteristics and outcomes for all patients and 
by adjudicated aetiological category are shown in Table 1. For the 
entire cohort median (IQR) age was 60 (45 to 74) years and 69 (49%) 
were male. 146 (87%) had at least 1 co-morbidity, most commonly 
chronic respiratory disease. The median duration of illness prior to 
presentation was 4 (3−7) days and 54 (32%) had received antibiotics 

Fig. 1. Study profile. 
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Table 1 
Baseline characteristics for all patients and according to infection status (by forced adjudication), n = 169. 

All patients n = 169 Bacterial alone n = 60 Viral alone n = 54 Co-infectiona n = 26 Non-infected n = 29

Age, years 60 (45, 74) 61 (49, 76) 57 (40, 76) 63 (49, 76) 62 (49, 68)
Age  > 65 69 (41%) 27 (45%) 20 (37%) 12 (46%) 10 (34%)

Male sex 82 (49%) 33 (55%) 23 (43%) 12 (46%) 14 (48%)
Current smoker 37/168 (22%) 15 (25%) 9/53 (17%) 4 (15%) 9 (31%)
Influenza vaccinated 112/168 (67%) 40 (67%) 34/53 (64%) 19 (73%) 19 (66%)
Ethnicity

White British 156 (92%) 59 (98%) 48 (89%) 24 (92%) 25 (86%)
Other White 6 (3.5%) 1 (1.7%) 3 (5.6%) 1 (3.9%) 1 (3.5%)
Indian 4 (2.4%) 0 (0.0%) 2 (3.7%) 0 (0.0%) 2 (6.9%)
Black African 2 (1.2%) 0 (0.0%) 0 (0.0%) 1 (3.9%) 1 (3.5%)
Other 1 (0.6%) 0 (0.0%) 1 (1.9%) 0 (0.0%) 0 (0.0%)

Comorbidity
Any comorbidity 146 (86%) 49 (82%) 48 (89%) 21 (81%) 28 (97%)
Hypertension 45 (26%) 12 (20%) 14 (26%) 5 (19%) 14 (48%)
Cardiovascular disease 39 (23%) 14 (23%) 12 (22%) 3 (12%) 10 (34%)
Respiratory disease 124 (73%) 38 (63%) 44 (81%) 18 (69%) 24 (83%)
Liver disease 13 (7.7%) 4 (6.7%) 5 (9.3%) 3 (12%) 1 (3.5%)
Diabetes mellitus 7 (4.1%) 3 (5.0%) 3 (5.6%) 0 (0.0%) 1 (3.5%)
Cancer 33 (19%) 14 (23%) 4 (7%) 6 (23%) 9 (31%)
Immune suppression 12 (7.1%) 6 (10%) 2 (3.7%) 2 (7.7%) 2 (6.9%)

Charlson comorbidity score 4 (4, 9) 4 (2, 12) 4 (4, 8) 6 (3, 8) 4 (4, 12)
Clinical features

Duration of symptoms, days 4 (3, 7) 5 (3, 7) 4 (2, 7) 6 (3, 7) 3 (2.5, 6)
Antibiotics prior to presentation 54 (32%) 17 (28%) 18 (33%) 10 (38%) 9 (31%)

Physiological parameters
Pulse rate, bpm 102 (88, 118)b 105 (96, 120)c 98 (85, 115)d 105 (92, 127)e 100 (86, 110)
Systolic BP, mmHg 135 (123, 154) 130.5 (120, 148) 142 (123, 159) 133 (129, 146) 140 (128, 150)
Resp rate, bpm 24 (20, 28)f 23 (19, 26) 24 (22, 26)d 24 (20, 29) 24 (20, 28)
Temp, ◦C 37.0 (36.4, 37.7)g 37.2 (36.7, 38.0)c 36.8 (36.2, 37.3)h 37.9 (37.0, 38.6) 36.6 (36.3, 37.0)i

Supplementary Oxygen 36 (21%) 17 (28%) 8 (15%) 6 (23%) 5 (17%)
NEWS2 score at presentation 5 (3, 6) 5 (3, 6) 4 (3, 6)j 6 (2, 6)e 4 (3, 6)i

Laboratory and radiological
CXR performed 167 (99%) 60 (100%) 54 (100%) 25 (96%) 28 (97%)
CT chest performed 16 (9.5%) 8 (13%) 2 (3.7%) 2 (7.7%) 4 (13.8%)
CRP, mg/L 47 (15, 115)k 108 (43, 175) 22 (13, 40)l 125 (82, 199)m 7 (4, 21)n

WCC, x109 per L 11.2 (8.7, 14.9) 14.1 (10.1, 18.4) 10.1 (8.0, 12.2) 13.3 (8.7, 16.6) 9.6 (8.2, 11.3)
PCT, ng/ml 0.12 (0.05, 0.36)o 0.35 (0.18, 4.13)p 0.06 (0.04, 0.12)j 0.28 (0.13, 5.04) 0.06 (0.03, 0.10)

Treatment in hospital
Received antibiotics 152 (90%) 60 (100%) 47 (87%) 26 (100%) 19 (66%)
Received IV antibiotics 111 (66%) 54 (90%) 27 (50%) 18 (69%) 12 (41%)
Received influenza antivirals 61 (36%) 18 (30%) 22 (41%) 12 (46%) 9 (31%)

Diagnosis
Pneumonia 49 (29%) 31 (52%) 5 (9.3%) 12 (46%) 1 (3.5%)
Asthma exacerbation 29 (17%) 2 (3.3%) 19 (35%) 1 (3.9%) 7 (24%)
COPD exacerbation 49 (29%) 15 (25%) 18 (33%) 4 (15%) 12 (41%)
NPLRTI 16 (9.5%) 5 (8.3%) 6 (11%) 3 (12%) 2 (6.9%)
ILI 8 (4.7%) 3 (5.0%) 3 (5.6%) 2 (7.7%) 0 (0.0%)
Other 18 (11%) 4 (6.7%) 3 (5.6%) 4 (15%) 7 (24%)

Outcomes
Length of stay 2.9 (1.3, 5.4) 3.1 (1.6, 6.9) 1.9 (1.1, 4.2) 3.8 (1.9, 5.4) 3.1 (0.8, 5.4)
Prolonged LOS (≥7 days) 29 (17%) 15 (25%) 8 (15%) 5 (19%) 1 (3.5%)
Critical care unit admission 4 (2.4%) 3 (5.0%) 1 (1.9%) 0 (0.0%) 0 (0.0%)
Death (in hospital) 2 (1.2%) 2 (3.3%) 0 (0.0%) 0 (0.0%) 0 (0.0%)
Re-admission 25 (15%) 7 (12%) 7 (13%) 2 (7.7%) 9 (31%)

All data are presented as n(%) or median (Inter-quartile range).
CRP; C reactive protein. WCC; white cell count. PCT; Procalcitonin. IV; intravenous. ILI; Influenza-like illness. NPLRTI; Non-pneumonic lower respiratory tract infection.

a Viral/bacterial co-infection.
b measured in 166.
c measured in 59.
d measured in 53.
e measured in 25.
f measured in 168.
g measured in 165.
h measured in 52.
i measured in 28.
j measured in 51.
k measured in 156.
l measured in 46.

m measured in 24.
n measured in 26.
o measured in 163.
p measured in 57.
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in the preceding two weeks. 152 (90%) received antibiotics during 
admission, median length of hospital stay was 2.9 (1.3 to 5.4) days, 4 
patients (2.4%) required critical care unit admission (ICU or High 
Dependency Unit) and 2 patients (1.2%) died. According to ad
judicated aetiological category, the median CRP, WCC, and PCT level 
and NEWS2 score were higher in those adjudicated as bacterial in
fection or bacterial/viral co-infection compared with those ad
judicated as viral infection or non-infected. Details of the pathogens 
detected in each group are shown in supplementary table S5. More 
patients adjudicated as bacterial infection (52%) or bacterial/viral 
coinfection (46%) had a diagnosis of pneumonia compared to those 
adjudicated as viral infection (9.3%) or non-infected (3.4%). For pa
tients adjudicated as viral most had a diagnosis of either asthma 
exacerbation (35%) or COPD exacerbation (33%). Length of hospital 
stay was lower for those adjudicated as viral infection compared to 
the other groups.

Median scores

The median (IQR) values for the TriVerity bacterial, viral and 
severity scores (out of 50) and for the MeMed BV score (out of 100) 
are shown in Fig. 2a-d. Median (IQR) TriVerity bacterial score was 
higher for bacterial (31 31–40) and bacterial/viral coinfection (3318–36) 
compared to viral (2014–26) and non-infected patients (2521–32). 
Median (IQR) TriVerity viral score was higher in viral infection 
(3726–42) compared to bacterial/viral co-infection (2318–41), bacterial 
infection (1511–25), and non-infected (1613–19) patients. Median (IQR) 
TriVerity illness severity score was higher in bacterial infection 
(2718–33) compared to the other categories. Median (IQR) MeMed BV 
score was higher for bacterial (99 [98–100]) and bacterial-viral 

coinfection (99 [96–100]) compared to viral (70 [42–90]) and non- 
infective patients (6334–91); however, the median score for viral 
patients was above the cut-off of 65 used for interpretation as bac
terial.

Overall accuracy and likelihood bands for bacterial (including co- 
infection with viruses) versus non-bacterial infection

Measures of diagnostic accuracy overall and according to 
TriVerity bacterial score likelihood band and MeMed BV score band 
for FA are shown in Tables 2a 2b (measures for CA are shown in the 
supplementary table S6a and S6b).

For the TriVerity bacterial score, scores in the very high band had 
a positive predictive value (PPV) of 100% (95%CI 81–100) and a 
likelihood ratio (LR) of 33.8 (95%CI 2.1 to 553) for bacterial infection. 
Scores in the high band had a PPV of 72% (95%CI 59–82) and a LR of 
2.47 (95%CI 1,57–3.88). The negative predictive value (NPV) and LR 
for scores in the low band were 71% (95%CI 55–84) and 0.39 
(0.22–0.73) and was 63% (95%CI 25–91) and 0.58 (0.14–2.35) in the 
very low band. Several patients adjudicated as bacterial with low or 
very low TriVerity bacterial scores (i.e. ‘false negatives’) had high or 
very high TriVerity viral scores and had Mycoplasma pneumoniae 
detected by PCR. Further clinical details for patients adjudicated as 
bacterial but with a TriVerity bacterial scores in the low and very low 
band are provided in the supplementary appendix. Overall positive 
percentage agreement (PPA) for the TriVerity bacterial score was 81% 
(95%CI 70–89) and negative percentage agreement (NPA) was 66% 
(95%CI 52–79). Overall accuracy for bacterial infection (with very 
high and high bands considered positive and low and very low bands 
considered negative) was 75% (95%CI 66–82).

Fig. 2. a-d. Box plots showing median (IQR) scores for TriVerity bacterial (a), viral (b) and illness severity scores (c) and for MeMed BV scores (d), for forced adjudication (all 
patients).
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For the MeMed BV score, scores in the high bacterial band had a 
PPV of 86% (95%CI 76–92) and an LR of 3.23 (95%CI 2.24–4.68) for 
bacterial infection. Scores in the moderate bacterial band had a PPV 
of 25% (95%CI 11–45) and a LR of 0.33 (95%CI 0.15–0.73), with most 
patients in this band having either viral infection (16/28 [57%]) or 
non-infective illness (5/28 [18%]). Scores in the moderate viral band 
had an NPV of 91% (72−99) and LR of 0.09 (0.02–0.39), and those in 
the lowest band (i.e. high viral) had an NPV of 50% (95%CI 42–58) 
and LR of 0.99 (95%CI 0.06–16) although there were only 2 patients 
with scores in this band. Overall PPA for MeMed BV score was 96% 
(95%CI 90–99), and NPA was 34% (95%CI 23–47). Overall accuracy for 
bacterial infection (with high and moderate bacterial bands con
sidered positive and moderate and high viral bands considered ne
gative) was 69% (95%CI 61–76). Clinical details for patients 
adjudicated as bacterial but with a MeMed BV viral scores in the 
moderate or high band (i.e. false negatives) are provided in the 
supplementary appendix.

Overall accuracy and likelihood bands for viral versus non-viral 
infection

Measures of diagnostic accuracy overall and according to 
TriVerity viral score likelihood band and MeMed score likelihood 
band (for FA) are shown in Tables 3a 3b (measures for CA are shown 
in the supplementary table S7a and S7b).

For the TriVerity viral score, scores in the very high viral band 
had a PPV value of 91% (95%CI 75–198) and LR of 10.8 (95%CI 
3.4–34.0) for viral infection. Scores in the high viral band (26 [15%] 
patients) had a PPV of 69% (95%CI 48–86) and a LR of 2.50 (95%CI 
1.15–5.44). Scores in the low band had an NPV of 71% (55−84) and LR 
of 0.39 (0.22–0.73), and those in the very low band had a negative 
predictive value of 90% (95%CI 70–99) and a likelihood ratio of 0.12 
(95%CI 0.0–0.50) for viral infection. Of those patients classified as 
very high or high likelihood of viral infection, 51 (88%) of 58 had a 
respiratory virus detected, and an additional 4 (7%) had Mycoplasma 

Table 2a 
Measures of diagnostic accuracy for bacterial infection for TriVerity Bacterial score compared with clinical adjudication according to likelihood band and overall, for forced 
adjudication (all patients), n = 169. 

TriVerity score Band Yes bacterial No bacterial PPA (95%CI) NPA (95%CI) LR (95%CI) % of results in band PPV (95%CI) NPV (95%CI)

Very high 17 0 20 (12, 30) 100 (96, 100) 33.79 (2.07, 553) 10 100 (81, 100) N/A
High 46 18 53 (42, 64) 78 (68, 87) 2.47 (1.57, 3.88) 38 72 (59, 82) N/A
Moderate 8 30 9 (4, 18) 64 (53, 74) 0.26 (0.13, 0.53) 22 21 (10, 37) 79 (63, 90)
Low 12 30 86 (77, 93) 36 (26, 47) 0.39 (0.22, 0.73) 25 N/A 71 (55, 84)
Very Low 3 5 97 (90, 99) 6 (2, 14) 0.58 (0.14, 2.35) 5 N/A 63 (25, 91)
Total 86 83
Overall result
Yes (high or very high band) 63 18 81 (70, 89) 66 (52, 79) 2.38 (1.61, 5.42) 62 78 (67, 86) 70 (55, 82)
No (low or very low band) 15 35 - - - 38 - -

Overall accuracy = 75% (66, 82)

PPA; Positive percentage agreement. NPA; Negative percentage agreement. LR; Likelihood ratio. PPV; Positive predictive value. NPV; Negative predictive value. CI; confidence 
interval. N/A; Non-applicable.

Table 2b 
Measures of diagnostic accuracy for bacterial infection for MeMed BV score compared with clinical adjudication according to likelihood band and overall, for forced adjudication 
(all patients), n = 169. 

MeMed score Band Yes bacterial No bacterial PPA (95%CI) NPA (95%CI) LR (95%CI) % of results in band PPV (95%CI) NPV (95%CI)

High bacterial 72 22 86 (76, 92) 73 (63, 83) 3.23 (2.24, 4.68) 56 77 (67, 85) N/A
Mod bacterial 7 21 8 (3, 16) 75 (64, 84) 0.33 (0.15, 0.73) 17 25 (11, 45) N/A
Equivocal 2 18 2 (0.3, 8) 78 (68, 87) 0.11 (0.03, 0.5) 12 10 (1, 32) 90 (68, 99)
Moderate viral 2 21 98 (92, 100) 25 (16, 36) 0.09 (0.02, 0.39) 14 N/A 91 (72, 99)
High viral 1 1 99 (94, 100) 1 (0.03, 7) 0.99 (0.06, 16) 1 N/A 50 (42, 58)
Total 84 83
Overall result
Yes (high or very high band) 79 43 96 (90, 99) 34 (23, 47) 1.46 (1.22, 1.74) 83 65 (56, 73) 88 (69, 98)
No (low or very low band) 3 22 - - - 17 - -

Overall accuracy = 69% (61, 76)

PPA; Positive percentage agreement. NPA; Negative percentage agreement. LR; Likelihood ratio. PPV; Positive predictive value. NPV; Negative predictive value. CI; confidence 
interval. N/A; Non-applicable.

Table 3a 
Measures of diagnostic accuracy for viral infection for TriVerity Viral score compared with clinical adjudication according to likelihood band and overall, for forced adjudication 
(all patients), n = 169. 

TriVerity score Band Yes viral No viral PPA (95%CI) NPA (95%CI) LR (95%CI) % of results in band PPV (95%CI) NPV (95%CI)

Very high 29 3 36 (26, 48) 97 (91, 99) 10.75 (3.41, 33.95) 19 91 (75, 98) N/A
High 18 8 23 (14, 33) 91 (83, 96) 2.50 (1.15, 5.44) 15 69 (48, 86) N/A
Moderate 16 13 20 (12, 30) 85 (76, 92) 1.37 (0.70, 2.67) 17 55 (36, 74) 45 (26, 64)
Low 15 46 81 (71, 89) 52 (41, 62) 0.36 (0.22, 0.60) 36 N/A 75 (63, 86)
Very Low 2 19 98 (91, 100) 21 (13, 31) 0.12 (0.03, 0.49) 12 N/A 90 (70, 99)
Total 80 89
Overall result
Yes (high or very high band) 47 11 73 (61, 84) 86 (76, 93) 5.07 (2.88, 8.94) 41 81 (69, 90) 79 (69, 87)
No (low or very low band) 17 65 - - - 59 - -

Overall accuracy = 80% (72, 86)

PPA; Positive percentage agreement. NPA; Negative percentage agreement. LR; Likelihood ratio. PPV; Positive predictive value. NPV; Negative predictive value. CI; confidence 
interval. N/A; Non-applicable.
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pneumoniae detected by PCR. One further patient had a viral pneu
monitis pattern on chest CT but was PCR negative for viruses. Overall 
PPA for the TriVerity viral score was 73% (95%CI 61–84), and NPA was 
86% (95%CI 76–93). Overall accuracy for viral infection (with very 
high and high bands considered positive and very low and low bands 
considered negative) was 80% (95%CI 72–86).

For the MeMed BV score, scores in the high viral band had a PPV of 
100% (95%CI 16–100) and LR of 5.43 (95%CI 0.26–111), although there 
were only 2 patients in this band. Scores in the moderate viral band had 
a PPV of 52% (95%CI 31–73) and a LR of 1.19 (95%CI 0.55–2.54). Scores in 
the moderate bacterial band had a NPV of 36% and LR of 2.02 
(0.85–4.81), and those in the lowest band (i.e. high bacterial) had a NPV 
of 63% (95%CI 52–73) and LR of 0.65 (95%CI 0.48–0.86). Overall PPA for 
viral infection for MeMed BV was 21% (95%CI 12–33), and NPA was 86% 

(77−93). Overall accuracy for viral infection (with high and moderate 
viral bands considered positive and moderate and high bacterial bands 
considered negative) was 56% (95%CI 48–64). When analysing perfor
mance for viral infection using bacterial (including bacterial/viral co- 
infection) versus viral infection, MeMed BV score had a PPA of 27% (95% 
CI 14–43), an NPV of 96% (95%CI 90–99%) and an overall accuracy of 73% 
(95%CI 64–81%).

ROC Curves

ROC curves with AUC and 95%CI for bacterial (including co-in
fection with viruses) Vs non-bacterial infection and viral Vs non- 
viral infection for Triverity bacterial and viral scores and MeMed BV 
score are shown in Fig. 3a-d, for forced adjudication (ROC curves for 

Table 3b 
Measures of diagnostic accuracy for viral infection for MeMed BV score compared with clinical adjudication according to likelihood band and overall, for forced adjudication (all 
patients), n = 169. 

MeMed score Band Yes viral No viral PPA (95%CI) NPA (95%CI) LR (95%CI) % of results in band PPV (95%CI) NPV (95%CI)

High viral 2 0 3 (0.3, 9) 100 (96, 100) 5.43 (0.26, 111.46) 1 100 (16, 100) N/A
Moderate viral 12 11 15 (8, 25) 87 (79, 94) 1.19 (0.55, 2.54) 14 52 (31, 73) N/A
Equivocal 13 7 16 (9, 26) 92 (84, 97) 2.02 (0.85, 4.81) 12 65 (41, 85) 35 (15, 59)
Mod bacterial 18 10 78 (67, 86) 11 (6, 20) 1.96 (0.96, 3.99) 17 N/A 36 (19, 56)
High bacterial 35 59 56 (45, 67) 68 (57, 77) 0.65 (0.48, 0.86) 56 N/A 63 (52, 73)
Total 80 87
Overall result
Yes (high or very high band) 14 11 21 (12, 33) 86 (77, 93) 1.52 (0.74, 3.12) 17 56 (35, 76) 57 (47, 66)
No (low or very low band) 53 69 83

Overall accuracy = 56% (48, 64)

PPA; Positive percentage agreement. NPA; Negative percentage agreement. LR; Likelihood ratio. PPV; Positive predictive value. NPV; Negative predictive value. CI; confidence 
interval. N/A; Non-applicable.

Fig. 3. a-d. ROC curves for bacterial Vs non-bacterial infection for TriVerity bacterial score (a) and MeMed BV score (b) and for viral Vs non-viral infection for TriVerity viral score 
(c) and MeMed BV score (d), for forced adjudication (all patients).
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consensus adjudication are shown in the supplementary appendix). 
For bacterial infection, the Triverity bacterial score performed with 
an AUC of 0.77 (95%CI 0.70 to 0.84) and the MeMed BV score with an 
AUC of 0.81 (95%CI 0.74–0.87), difference of 0.04, p = 0.388. For viral 
infection, the Triverity viral score performed with an AUC of 0.82 
(95%CI 0.75 to 0.88) and the MeMed BV score with an AUC of 0.61 
(95%CI 0.54–0.69). When analysing viral infection as bacterial (in
cluding bacterial/viral co-infection) versus viral infection MeMed BV 
had an AUC of 0.81 (95%CI 0.73–0.89).

Potential antibiotic reduction

Table 4 demonstrates the actual antibiotic use in patients ac
cording to adjudicated aetiological status and potential use ac
cording to different cut-offs for Triverity bacterial score and MeMed 
BV score. Overall, 152 (90%) of 169 patients were treated with anti
biotics. Theoretically, using a Triverity bacterial score of > 30 (high 
and very high bacterial bands), 81 (48%) patients would have been 
treated and using a MeMed BV cut-off of > 65 (high and moderate 
bacterial bands), 123 (74%) of 167 patients would have been treated. 
For the 54 patients adjudicated as viral aetiology alone, 47 (87%) 
were treated with antibiotics. Using a TriVerity bacterial score of 
> 30, 9 (16%) of these patients would have been treated and using a 
MeMed BV score of > 65, 30 (56%) would have been treated. Con
versely, for patients adjudicated as bacterial or bacterial/viral co- 
infection, using a Triverity bacterial score of > 30, 13 (27%) of 86 
patients would not have received antibiotics and using a MeMed BV 
score of > 65 2 (2.4%) of 84 would not have received antibiotics.

Discussion

This study is the first, to our knowledge, to directly compare the 
diagnostic accuracy of two different rapid, multi-target, host re
sponse tests and the first to compare protein-based and gene ex
pression (mRNA) based tests. We have shown that, in a cohort of 
hospitalised adults with ARI containing a complex mix of bacterial, 
viral, co-infection, and non-infective aetiologies, both tests were 
able to distinguish bacterial from non-bacterial infection with si
milar levels of overall accuracy but with quite different performance 
characteristics. The bacterial score of the Triverity test had lower PPA 
(i.e. sensitivity) and NPV compared with MeMed BV score as it 
misclassified several patients adjudicated as bacterial (including 
bacterial/viral co-infection), as viral. However, Triverity had a higher 
NPA (i.e. specificity) and a higher PPV, as MeMed BV misclassified 
the majority of viral infections as bacterial. The viral score of the 
TriVerity test was superior to MeMed BV for detecting viruses in 
terms of PPA (i.e., sensitivity), and both had comparable NPA (i.e., 
specificity); accepting that the MeMed BV test is not able to differ
entiate between viral and other non-bacterial aetiologies. In addi
tion, as MeMed BV cannot distinguish bacterial/viral co-infection 
from bacterial, we also evaluated performance for viral infection by 
analysing bacterial (including bacterial/viral infection) versus viral 
infection, and PPA remained very low (27%), albeit with an im
provement in NPA. The principal use case for host response testing is 
to guide antibiotic use with a view to reducing unnecessary use and 
prevention. Therefore, potential antibiotic reductions were greater 

with the Triverity test compared with MeMed BV. However, this was 
at the cost of potentially missing more bacterial infections, which is 
concerning.

Diagnostic accuracy assessments of host response tests are al
ways hampered by the lack of a gold standard diagnostic test and the 
inherent inaccuracy of using clinical adjudication as the reference 
standard.25 The estimates for performance measures in this study 
were consistently higher with CA (supplementary appendix) com
pared to FA, supporting this. FA is the measure we have principally 
reported, as it is arguably more relevant to clinical practice, ana
lysing all patients including those that are most difficult to cate
gorise. However, even with CA, it is likely that some adjudications 
are incorrect, potentially leading to underestimates of performance. 
ARI may also represent an infection syndrome that is particularly 
difficult to clinically adjudicate with any certainty, given the issues of 
colonisation of upper airways with potentially pathogenic bacteria, 
infrequent detection of bacteria from blood or pleural fluid, PCR 
detection of some viruses (particularly Rhinovirus) that may not be 
related to the current ARI, and uncertainty when viruses are de
tected as to whether high biomarkers or radiological consolidation 
represent bacterial super-infection or are caused by the viruses 
alone.12,29,30 In fact, many bacterial cases that had low or very low 
TriVerity bacterial scores (i.e. false negatives) had high viral scores 
and were PCR positive for viruses but were adjudicated as bacterial/ 
viral coinfection due to high levels of biomarkers (CRP and/or PCT) 
and/or radiological consolidation. It is possible that these cases may 
have actually represented viral infection alone without a bacterial 
component.

Diagnostic testing, including host response tests, are not used in 
isolation and should be regarded as adjuncts to clinical decision- 
making, to be used alongside clinical, radiological and other la
boratory data to make antibiotic and other decisions, and the pre- 
test probability of bacterial infection must always be considered 
when interpreting results. In addition, the clinical adjudication of a 
case as bacterial, even when correct, may not equate to gaining 
benefit from antibiotic use as in many bacterial infectious syn
dromes such as exacerbation of COPD, the gains from antibiotics are 
known to be marginal.31,32 The true test of the utility of host re
sponse testing to guide antibiotics will require prospective inter
ventional trials adequately designed and powered to assess the 
impact both on antibiotic use and on clinical recovery (i.e. safety), as 
has become the standard in other antibiotic stewardship interven
tion trials.33

The results of our study are comparable to other studies evalu
ating earlier versions of the TriVerity test using laboratory methods, 
although none of these evaluated exclusively ARI cohorts, evaluating 
cohorts of patients presenting to ED and containing a mixture of 
infection syndromes.19,20,34

The accuracy of MeMed BV has been assessed in a number of 
studies and although the reported levels of PPA (i.e. sensitivity) for 
bacterial infection across these studies are broadly comparable to 
our study, levels of NPA (i.e. specificity) and also NPV were much 
lower in our study.16,17,35–38 There are several likely explanations for 
this including that most accuracy studies of MeMed BV have eval
uated children in an ED or urgent care setting, with a low prevalence 
of bacterial infection and a high prevalence of viral infection, 

Table 4 
Actual antibiotic use according to adjudicated aetiology and potential antibiotic use according to different cut-off values for Triverity Bacterial and MeMed BV scores. 

All patients n = 169 Bacterial n = 60 Viral n = 54 Co-infection, n = 26 Non-infective n = 29

Treated with Antibiotics (actual) 152 (90%) 60 (100%) 47 (87%) 26 (100%) 19 (66%)
Inflammatix bacterial score > 20 119 (70%) 53 (88%) 26 (48%) 18 (69%) 22 (76%)
Inflammatix bacterial score  > 30 81 (48%) 49 (82%) 9 (16%) 14 (54%) 9 (35%)
MeMed BV score  > 35 142/167 (85%) 58/58 (100%) 43 (80%) 24 (92%) 18 (62%)
MeMed BV score  > 65 123/167 (74%) 56/58 (97%) 30 (56%) 23 (88%) 14 (48%)
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compared to our hospitalised adult cohort where bacterial infection 
was present in over 50% of patients.17,35–38 In addition, studies of 
MeMed BV have generally excluded large numbers of patients from 
analysis with less certain adjudication status and have also removed 
patients with scores in the equivocal band when calculating ROC 
curves and other measures of accuracy.16,35–38 Furthermore the 
MeMed BV test is unable to distinguish viral from non-infected pa
tients and so in cohorts, including non-infected patients, the accu
racy for viral infection will be low when evaluated against true viral 
infection rather than viral and non-infected patients combined.

Our study has also highlighted a particular issue with host re
sponse testing and atypical bacteria. Our cohort included several 
cases of Mycoplasma pneumoniae infection which were adjudicated 
as bacterial, but in most cases the TriVerity bacterial score was low 
and the viral score high. This has been noted in other studies of host 
response testing and likely represents a shared immune response of 
atypical intracellular bacterial with viruses.39,40 As M. pneumoniae 
infection is frequently associated with pneumonia and requires 
treatment with specific antibiotics active against intracellular bac
teria, generating a host response test result suggestive of a viral 
infection is problematic and argues for the need to perform pa
thogen detection and host response testing in combination.

The host response tests that we evaluated have some similarities 
and differences in the presentation of results. Both tests separate 
scores into bands in order to stratify results into levels of likelihood 
and both include ‘moderate’ or ‘equivocal’ bands where the inter
pretation is uncertain. It is not known how physicians and other 
prescribers will view the usefulness of such bands and what impact 
they will have on prescribing. Unlike MeMed BV, TriVerity has two 
separate scores for bacterial and viral infection, which can be viewed 
as independent of each other. This potentially allows for the deli
neation of bacterial and bacterial/viral co-infection and also for the 
identification of patients with non-infectious aetiology (i.e., non- 
bacterial and non-viral), which is not possible with MeMed BV as 
other all non-bacterial aetiologies, including non-infectious condi
tions and healthy status, are included within the viral score of < 35.

This study has several strengths. It is a large, well-characterised 
cohort of adults with ARI and includes a mixture of aetiologies in
cluding many patients PCR positive for rhinovirus. In addition, 
transparent pre-specified methods were used to independently ad
judicate the cohort, consistent with regulatory guidelines.27 Finally, 
the use of FA, where all patient results are included in the analysis, 
for the presentation of results provides reassurance that measures of 
performance are not over-estimated.

This study also has a number of limitations. It is a retrospective 
sub-cohort of the parent study using convenience sampling with just 
under 30% of patients from the parent study included in this study. 
However, comparison of baseline data between the two cohort 
shows that the patients in this study are highly representative of the 
entire study cohort. The TriVerity test also includes a severity score 
as its third output giving potential added value beyond distin
guishing bacterial and viral infection. Unfortunately, we were not 
able to assess the accuracy of this due to the low event rate for the 
outcomes it has been validated against (intensive care unit admis
sion and death) in this cohort. As already discussed, the use of 
clinical adjudication as the reference standard is a potential weak
ness in some ways although this is the accepted reference standard 
for host response testing studies, and we ensured that this process 
was as robust and reproducible as possible. In addition, the promi
nent use of CRP for clinical adjudication in ARI (where confirmation 
of bacterial infection is infrequent) introduces considerable bias 
when assessing host response that themselves include CRP, such as 
MeMed BV. It is likely that this could lead to overestimates of per
formance compared with the ‘true’ aetiology, however no suitable 
alternatives for adjudication are currently available. Assessing the 
usability and acceptability of diagnostic tests along with potential 

barriers and facilitators to adoption are critically important to the 
successful deployment of point-of-care tests, and we did not address 
this formally in this study. In addition, we performed MeMed BV 
testing using the high-throughput DiaSorin Liaison XL im
munoanalyzer, but a new instrument has been developed (MeMed 
Key) to allow testing at the point-of-care, and we did not assess this.

In conclusion, in this hospitalised cohort of adult patients with 
ARI the TriVerity test demonstrated moderate to high sensitivity and 
specificity for both bacterial and viral infection, whereas MeMed BV 
demonstrated high sensitivity for bacterial infection but very low 
specificity, with most viral infections classified as bacterial. Potential 
antibiotic reductions were subsequently greater with TriVerity but at 
the potential cost of more untreated bacterial infections. Impact 
studies of both tests are now needed, performed in clinical areas at 
the point-of-care and including assessments of efficacy, safety, us
ability, and cost-effectiveness.

Funding

The Myrna instrument and TriVerity cartridges were provided by 
the manufacturer, Inflammatix, who also funded the testing of the 
PAXgene Blood RNA samples and the analyses of serum samples for 
MeMed BV and the statistical analysis. Inflammatix did not provide 
any input into the study design, conduct, analysis, or writing of the 
manuscript. Blood samples and data for this study are from the 
FluPOC study, funded by the NIHR (PDF-2016-09-061).

Author contributions

TWC conceived of and designed the study, assisted in the sta
tistical analysis and drafted the manuscript. EBD assisted with the 
design of the study, analysed the samples, and assisted with drafting 
the manuscript. ART and NJB assisted with drafting of the manu
script. HEM performed the statistical analysis and assisted with the 
drafting of the manuscript.

Data availability

All de-identified participant data analysed and presented in this 
study are available from the corresponding author following pub
lication, on reasonable request.

Declaration of Competing Interest

TWC has received speaker fees, honoraria, travel reimbursement, 
and equipment and consumables at discount or free of charge for the 
purposes independent of research, outside of this submitted study, 
from BioFire diagnostics, BioMerieux, Cepheid and QIAGEN. He has 
received consultancy fees from Cepheid, Synairgen research, Roche, 
Janssen, Biofire diagnostics and BioMerieux. He has received hon
oraria for participation in advisory boards from Cepheid, Roche, 
Janssen, Shionogi, GSK, Seqirus and Sanofi. He is a member of an 
independent data monitoring committee for a trial sponsored by 
Roche. He has acted as the UK chief investigator for a study spon
sored by Janssen. All other authors declare no competing interests.

Acknowledgements

We thank all the patients enrolled for contributing their samples 
and data, and all the clinical staff involved at Southampton General 
Hospital. We thank the directors, research nurses, data managers, 
clinical trials assistants, and laboratory staff at the National Institute 
for Health Research (NIHR) Southampton Clinical Research Facility, 
NIHR Southampton Biomedical Research Centre, and the R&D 
Department, at University Hospital Southampton NHS Foundation 

B.E. Dedeoglu, A.R. Tanner, N.J. Brendish et al. Journal of Infection 89 (2024) 106360

9



Trust. This study used the Southampton AMR Clinical Research 
Laboratory funded by an NIHR AMR Capital award. NJB is supported 
by the NIHR Clinical Lecturer programme. The views expressed in 
this publication are those of the authors and not necessarily those of 
the NHS, the NIHR, or the Department of Health and Social Care. We 
thank Inflammatix for the financial support listed above.

Appendix A. Supporting information

Supplementary data associated with this article can be found in 
the online version at doi:10.1016/j.jinf.2024.106360.

References

1. Pouwels KB, Hopkins S, Llewelyn MJ, Walker AS, McNulty CA, Robotham JV. 
Duration of antibiotic treatment for common infections in English primary care: cross 
sectional analysis and comparison with guidelines. BMJ 2019;364:l440. https://doi. 
org/10.1136/bmj.l440

2. Dolk FCK, Pouwels KB, Smith DRM, Robotham JV, Smieszek T. Antibiotics in primary 
care in England: which antibiotics are prescribed and for which conditions? J Antimicrob 
Chemother 2018;73(suppl_2):ii2–10. https://doi.org/10.1093/jac/dkx504

3. Goossens H, Ferech M, Vander SR, Elseviers M. Outpatient antibiotic use in Europe 
and association with resistance: a cross-national database study. Lancet 
2005;365(9459):579–87. https://doi.org/10.1016/S0140-6736(05)17907-0

4. Clark TW, Medina MJ, Batham S, Curran MD, Parmar S, Nicholson KG. Adults 
hospitalised with acute respiratory illness rarely have detectable bacteria in the ab
sence of COPD or pneumonia; viral infection predominates in a large prospective UK 
sample. J Infect 2014 Nov;69(5):507–15. https://doi.org/10.1016/j.jinf.2014.07.023

5. Brendish NJ, Malachira AK, Armstrong L, Houghton R, Aitken S, Nyimbili E, et al. 
Routine molecular point-of-care testing for respiratory viruses in adults presenting to 
hospital with acute respiratory illness (ResPOC): a pragmatic, open-label, randomised 
controlled trial. Lancet Respir Med 2017;5(5):401–11. https://doi.org/10.1016/ 
S2213-2600(17)30120-0

6. World Health Organization. Antimicrobial resistance; 2023. https://www.who.int/ 
news-room/fact-sheets/detail/antimicrobial-resistance. Accessed October 1, 2024.

7. Murray CJL, Ikuta KS, Sharara F, Swetschinski L, Robles AG, Gray A, et al. Global 
burden of bacterial antimicrobial resistance in 2019: a systematic analysis. Lancet 
2022;399(10325):629–55. https://doi.org/10.1016/S0140-6736(21)02724-0

8. Stefan MS, Spitzer KA, Zulfiqar S, Heineman BD, Hogan TP, Westafer LM, et al. 
Uncertainty as a critical determinant of antibiotic prescribing in patients with an 
asthma exacerbation: a qualitative study. J Asthma 2022;59(2):352–61. https://doi. 
org/10.1080/02770903.2020.1847929

9. Wang D, Liu C, Zhang X, Liu C. Does diagnostic uncertainty increase antibiotic 
prescribing in primary care? NPJ Prim Care Respir Med 2021;31(1):17. https://doi. 
org/10.1038/s41533-021-00229-9

10. Clark TW, Lindsley K, Wigmosta TB, Bhagat A, Hemmert RB, Uyei J, et al. Rapid 
multiplex PCR for respiratory viruses reduces time to result and improves clinical care: 
results of a systematic review and meta-analysis. J Infect 2023;86(5):462–75. 
https://doi.org/10.1016/j.jinf.2023.03.005

11. Schober T, Wong K, DeLisle G, Caya C, Brendish NJ, Clark TW, et al. Clinical out
comes of rapid respiratory virus testing in emergency departments: a systematic 
review and meta-analysis. JAMA Intern Med 2024 May 1;184(5):528–36. https:// 
doi.org/10.1001/jamainternmed.2024.0037

12. Gentilotti E, De Nardo P, Cremonini E, et al. Diagnostic accuracy of point-of-care 
tests in acute community-acquired lower respiratory tract infections. A systematic 
review and meta-analysis. Clin Microbiol Infect 2022 Jan;28(1):13–22.

13. Kamat IS, Ramachandran V, Eswaran H, Guffey D, Musher DM. Procalcitonin to 
distinguish viral from bacterial pneumonia: a systematic review and meta-analysis. 
Clin Infect Dis 2020;70(3):538–42. https://doi.org/10.1093/cid/ciz545

14. National Institute for Health and Care Excellence. Suspected acute respiratory infection 
in over 16s: assessment at first presentation and initial management (NG237). 
Available at 〈www.nice.org.uk/guidance/ng237〉. Accessed April 30, 2024.

15. MeMed. 〈https://www.me-med.com/memed-bv/〉. Accessed August 5, 2024.
16. Halabi S, Shiber S, Paz M, Gottlieb TM, Barash E, Navon R, et al. Host test based on 

tumor necrosis factor-related apoptosis-inducing ligand, interferon gamma-induced 
protein-10 and C-reactive protein for differentiating bacterial and viral respiratory 
tract infections in adults: diagnostic accuracy study. Clin Microbiol Infect 
2023;29(9):1159–65. https://doi.org/10.1016/j.cmi.2023.05.033

17. van Houten CB, de Groot JAH, Klein A, Srugo I, Chistyakov I, de Waal W, et al. A 
host-protein based assay to differentiate between bacterial and viral infections in 
preschool children (OPPORTUNITY): a double-blind, multicentre, validation study. 
Lancet Infect Dis 2017;17(4):431–40. https://doi.org/10.1016/S1473-3099(16) 
30519-9

18. Remmel M, Coyle S, Rawling D, Midic U, Zhang WLO, Sweeney T. Development of 
a 29-mRNA Loop Mediated Isothermal Amplification Assay for the Rapid 
Diagnosis of Acute Infection and Sepsis. Available at 〈https://secureservercdn.net/ 
198.71.233.67/z1f.d88.myftpupload.com/wp-content/uploads/2020/12/AMP- 
2020-Poster.pdf〉. Accessed April 24, 2024, n.d.

19. Bauer W, Kappert K, Galtung N, Lehmann D, Wacker J, Cheng HK, et al. A novel 29- 
messenger RNA host-response assay from whole blood accurately identifies bacterial 

and viral infections in patients presenting to the emergency department with sus
pected infections: a prospective observational study. Crit Care Med 
2021;49(10):1664–73. https://doi.org/10.1097/CCM.0000000000005119

20. Bauer W, Gläser S, Thiemig D, Wanner K, Peric A, Behrens S, et al. Detection of viral 
infection and bacterial coinfection and superinfection in coronavirus disease 2019 
patients presenting to the emergency department using the 29-mRNA host response 
classifier IMX-BVN-3: a multicenter study. Open Forum Infect Dis 2022;9(9):ofac437. 
https://doi.org/10.1093/ofid/ofac437

21. Ram-Mohan N, Rogers AJ, Blish CA, Nadeau KC, Zudock EJ, Kim D, et al. Using a 29- 
mRNA host response classifier to detect bacterial coinfections and predict outcomes in 
COVID-19 patients presenting to the emergency department. Microbiol Spectr 
2022;10(6):e0230522. https://doi.org/10.1128/spectrum.02305-22

22. Clark TW, Beard KR, Brendish NJ, Malachira AK, Mills S, Chan C, et al. Clinical 
impact of a routine, molecular, point-of-care, test-and-treat strategy for influenza in 
adults admitted to hospital (FluPOC): a multicentre, open-label, randomised con
trolled trial. Lancet Respir Med 2021;9(4):419–29. https://doi.org/10.1016/S2213- 
2600(20)30469-0

23. Beard K, Brendish N, Malachira A, Mills S, Chan C, Poole S, et al. Pragmatic mul
ticentre randomised controlled trial evaluating the impact of a routine molecular 
point-of-care “test-and-treat” strategy for influenza in adults hospitalised with acute 
respiratory illness (FluPOC): trial protocol. BMJ Open 2019;9(12):e031674. https:// 
doi.org/10.1136/bmjopen-2019-031674

24. Umemneku CCM, Wilson K, Graziadio S, Vale L, Allen AJoy. Diagnostic test eva
luation methodology: a systematic review of methods employed to evaluate diag
nostic tests in the absence of gold standard – an update. PLoS One 
2019;14(10):e0223832. https://doi.org/10.1371/journal.pone.0223832

25. Patel R, Tsalik EL, Evans S, Fowler VG, Doernberg SB. Clinically adjudicated re
ference standards for evaluation of infectious diseases diagnostics. Clin Infect Dis 
2023;76(5):938–43. https://doi.org/10.1093/cid/ciac829

26. Whitfield NN, Hogan CA, Chenoweth J, Hansen J, Hsu EB, Humphries R, et al. A 
standardized protocol using clinical adjudication to define true infection status in 
patients presenting to the emergency department with suspected infections and/or 
sepsis. Diagn Microbiol Infect Dis 2024;110(1):116382. https://doi.org/10.1016/j. 
diagmicrobio.2024.116382

27. Cohen JF, Korevaar DA, Altman DG, Bruns DE, Gatsonis CA, Hooft L, et al. STARD 2015 
guidelines for reporting diagnostic accuracy studies: explanation and elaboration. BMJ 
Open 2016;6(11):e012799. https://doi.org/10.1136/bmjopen-2016-012799

28. MedCalc Software Ltd. Comparison of AUC of independent ROC curves. 〈https:// 
www.medcalc.org/calc/comparison_of_independentROCtest.php〉 (Version 22. 
032; accessed August 5, 2024).

29. Robles A, Gil AS, Pascual V, Calbo E, Viladot E, Benet S, et al. Viral vs bacterial com
munity-acquired pneumonia: radiologic features. Eur Respir J 2011;38(55):p2507.

30. Chow A, Aung AH, Tin G, Ooi C-K. C-Reactive Protein (CRP) levels in influenza and 
other respiratory viral infections. Int J Infect Dis 2020;101:518–9. https://doi.org/10. 
1016/j.ijid.2020.09.1345

31. Moore M, Stuart B, Coenen S, Butler CC, Goossens H, Verheij TJM, et al. Amoxicillin 
for acute lower respiratory tract infection in primary care: subgroup analysis of po
tential high-risk groups. Br J Gen Pract 2014;64(619):e75–80. https://doi.org/10. 
3399/bjgp14×677121

32. Vollenweider DJ, Frei A, Steurer-Stey CA, Garcia-Aymerich J, Puhan MA. Antibiotics 
for exacerbations of chronic obstructive pulmonary disease. Cochrane Database Syst 
Rev 2018;10(10):CD010257. https://doi.org/10.1002/14651858.CD010257.pub2

33. Dinh A, Ropers J, Duran C, Davido B, Deconinck L, Matt M, et al. Discontinuing β- 
lactam treatment after 3 days for patients with community-acquired pneumonia in 
non-critical care wards (PTC): a double-blind, randomised, placebo-controlled, non- 
inferiority trial. Lancet 2021;397(10280):1195–203. https://doi.org/10.1016/S0140- 
6736(21)00313-5

34. Shojaei M, Chen U‐I, Midic U, Thair S, Teoh S, McLean A, et al. Multisite validation 
of a host response signature for predicting likelihood of bacterial and viral infections 
in patients with suspected influenza. Eur J Clin Invest 2023;53(5):e13957. https:// 
doi.org/10.1111/eci.13957

35. Bachur RG, Kaplan SL, Arias CA, Ballard N, Carroll KC, Cruz AT, et al. A rapid 
host–protein test for differentiating bacterial from viral infection: Apollo diagnostic 
accuracy study. J Am Coll Emerg Physicians Open 2024;5(3):e13167. https://doi.org/ 
10.1002/emp2.13167.3

36. Srugo I, Klein A, Stein M, Golan-Shany O, Kerem N, Chistyakov I, et al. Validation of 
a novel assay to distinguish bacterial and viral infections. Pediatrics 2017;140(4):e2- 
163453. https://doi.org/10.1542/peds.2016-3453

37. Papan C, Argentiero A, Porwoll M, Hakim U, Farinelli E, Testa I, et al. A host sig
nature based on TRAIL, IP-10, and CRP for reducing antibiotic overuse in children by 
differentiating bacterial from viral infections: a prospective, multicentre cohort study. 
Clin Microbiol Infect 2022;28(5):723–30. https://doi.org/10.1016/j.cmi.2021.10.019

38. Eden E, Srugo I, Gottlieb T, Navon R, Boico O, Cohen A, et al. Diagnostic accuracy of 
a TRAIL, IP-10 and CRP combination for discriminating bacterial and viral etiologies 
at the Emergency Department. J Infect 2016;73(2):177–80. https://doi.org/10.1016/j. 
jinf.2016.05.002

39. Papan C, Sidorov S, Greiter B, Bühler N, Berger C, Becker SL, et al. Combinatorial 
host-response biomarker signature (BV Score) and its subanalytes TRAIL, IP-10, and 
C-reactive protein in children with Mycoplasma pneumoniae community-acquired 
pneumonia. J Infect Dis 2024;230(2):e247–53. https://doi.org/10.1093/infdis/ 
jiad573

40. Sánchez-Vargas FM, Gómez-Duarte OG. Mycoplasma pneumoniae—an emerging 
extra-pulmonary pathogen. Clin Microbiol Infect 2008;14(2):105–15. https://doi. 
org/10.1111/j.1469-0691.2007.01834.xc  

B.E. Dedeoglu, A.R. Tanner, N.J. Brendish et al. Journal of Infection 89 (2024) 106360

10

https://doi.org/10.1016/j.jinf.2024.106360
https://doi.org/10.1136/bmj.l440
https://doi.org/10.1136/bmj.l440
https://doi.org/10.1093/jac/dkx504
https://doi.org/10.1016/S0140-6736(05)17907-0
https://doi.org/10.1016/j.jinf.2014.07.023
https://doi.org/10.1016/S2213-2600(17)30120-0
https://doi.org/10.1016/S2213-2600(17)30120-0
https://www.who.int/news-room/fact-sheets/detail/antimicrobial-resistance
https://www.who.int/news-room/fact-sheets/detail/antimicrobial-resistance
https://doi.org/10.1016/S0140-6736(21)02724-0
https://doi.org/10.1080/02770903.2020.1847929
https://doi.org/10.1080/02770903.2020.1847929
https://doi.org/10.1038/s41533-021-00229-9
https://doi.org/10.1038/s41533-021-00229-9
https://doi.org/10.1016/j.jinf.2023.03.005
https://doi.org/10.1001/jamainternmed.2024.0037
https://doi.org/10.1001/jamainternmed.2024.0037
http://refhub.elsevier.com/S0163-4453(24)00295-0/sbref11
http://refhub.elsevier.com/S0163-4453(24)00295-0/sbref11
http://refhub.elsevier.com/S0163-4453(24)00295-0/sbref11
https://doi.org/10.1093/cid/ciz545
http://www.nice.org.uk/guidance/ng237
https://www.me-med.com/memed-bv/
https://doi.org/10.1016/j.cmi.2023.05.033
https://doi.org/10.1016/S1473-3099(16)30519-9
https://doi.org/10.1016/S1473-3099(16)30519-9
https://secureservercdn.net/198.71.233.67/z1f.d88.myftpupload.com/wp-content/uploads/2020/12/AMP-2020-Poster.pdf
https://secureservercdn.net/198.71.233.67/z1f.d88.myftpupload.com/wp-content/uploads/2020/12/AMP-2020-Poster.pdf
https://secureservercdn.net/198.71.233.67/z1f.d88.myftpupload.com/wp-content/uploads/2020/12/AMP-2020-Poster.pdf
https://doi.org/10.1097/CCM.0000000000005119
https://doi.org/10.1093/ofid/ofac437
https://doi.org/10.1128/spectrum.02305-22
https://doi.org/10.1016/S2213-2600(20)30469-0
https://doi.org/10.1016/S2213-2600(20)30469-0
https://doi.org/10.1136/bmjopen-2019-031674
https://doi.org/10.1136/bmjopen-2019-031674
https://doi.org/10.1371/journal.pone.0223832
https://doi.org/10.1093/cid/ciac829
https://doi.org/10.1016/j.diagmicrobio.2024.116382
https://doi.org/10.1016/j.diagmicrobio.2024.116382
https://doi.org/10.1136/bmjopen-2016-012799
https://www.medcalc.org/calc/comparison_of_independentROCtest.php
https://www.medcalc.org/calc/comparison_of_independentROCtest.php
http://refhub.elsevier.com/S0163-4453(24)00295-0/sbref24
http://refhub.elsevier.com/S0163-4453(24)00295-0/sbref24
https://doi.org/10.1016/j.ijid.2020.09.1345
https://doi.org/10.1016/j.ijid.2020.09.1345
https://doi.org/10.3399/bjgp14�677121
https://doi.org/10.3399/bjgp14�677121
https://doi.org/10.1002/14651858.CD010257.pub2
https://doi.org/10.1016/S0140-6736(21)00313-5
https://doi.org/10.1016/S0140-6736(21)00313-5
https://doi.org/10.1111/eci.13957
https://doi.org/10.1111/eci.13957
https://doi.org/10.1002/emp2.13167.3
https://doi.org/10.1002/emp2.13167.3
https://doi.org/10.1542/peds.2016-3453
https://doi.org/10.1016/j.cmi.2021.10.019
https://doi.org/10.1016/j.jinf.2016.05.002
https://doi.org/10.1016/j.jinf.2016.05.002
https://doi.org/10.1093/infdis/jiad573
https://doi.org/10.1093/infdis/jiad573
https://doi.org/10.1111/j.1469-0691.2007.01834.x
https://doi.org/10.1111/j.1469-0691.2007.01834.x

	Comparison of two rapid host-response tests for distinguishing bacterial and viral infection in adults with acute respirator...
	Introduction
	Methods
	Study design, setting and patients
	Ethics approval
	Clinical adjudication
	TriVerity Acute Infection and Sepsis Test
	MeMed BV test
	Statistical analysis

	Results
	Clinical adjudication
	Baseline characteristics
	Median scores
	Overall accuracy and likelihood bands for bacterial (including co-infection with viruses) versus non-bacterial infection
	Overall accuracy and likelihood bands for viral versus non-viral infection
	ROC Curves
	Potential antibiotic reduction

	Discussion
	Funding
	Author contributions
	Data availability
	Declaration of Competing Interest
	Acknowledgements
	Appendix A. Supporting information
	References




