	[bookmark: OLE_LINK4]Table 2. Effects of iron-related genes and locations of hepatic iron deposition on the severity of liver fibrosis.

	Locus
	Gene
	
	Location of hepatic iron deposition
	
	P-value (interaction)

	
	
	
	HC iron only
	[bookmark: OLE_LINK2]RES iron only
	Mixed HC/RES iron
	
	

	CHR 2
	
	
	
	
	
	
	

	rs994227 T > C
	SLC40A1
	
	0.52 (0.19-1.47)
	2.04 (1.06-3.96)
	0.94 (0.52-1.71)
	
	0.483

	CHR 3
	
	
	
	
	
	
	

	[bookmark: OLE_LINK1]rs1830084 A > T
	TF
	
	0.51 (0.11-2.46)
	1.21 (0.46-3.18)
	1.11 (0.56-2.64)
	
	0.562

	[bookmark: OLE_LINK5]rs1799852 C > T
	TF
	
	0.46 (0.92-2.34)
	1.63 (0.58-4.55)
	0.96 (0.37-2.49)
	
	0.995

	rs2280673 A > C
	TF
	
	0.20 (0.24-1.66)
	1.44 (0.51-4.04)
	0.63 (0.25-1.59)
	
	0.814

	rs3811647 G > A
	TF
	
	0.56 (0.11-2.89)
	2.74 (1.07-6.99)
	1.08 (0.45-2.59)
	
	0.625

	rs1880669 T>C
	TF
	
	0.43 (0.05-3.92)
	5.00 (1.62-15.44)
	1.43 (0.49-4.16)
	
	0.307

	rs1358024 C > T
	TF
	
	0.64 (0.12-3.27)
	3.42 (1.35-8.68)
	1.48 (0.62-3.52)
	
	0.432

	rs1525892 G > A
	TF
	
	0.56 (0.11-2.89)
	2.74 (1.07-6.99)
	1.08 (0.45-2.59)
	
	0.625

	rs3811658 C > T
	TF
	
	0.55 (0.11-2.82)
	2.82 (1.10-7.26)
	1.10 (0.46-2.65)
	
	0.757

	[bookmark: OLE_LINK6]rs8177248 C > T
	TF
	
	0.55 (0.11-2.82)
	2.82 (1.10-7.26)
	1.10 (0.46-2.65)
	
	0.729

	[bookmark: OLE_LINK7]rs7638018 A > G
	TF
	
	0.56 (0.11-2.89)
	2.60 (1.02-6.59)
	1.08 (0.45-2.59)
	
	0.591

	[bookmark: OLE_LINK3]rs1049296 C > G
	TF
	
	0.89(0.11-6.98)
	6.83(1.78-26.14)
	1.71(0.55-5.27)
	
	0.035

	CHR 6
	
	
	
	
	
	
	

	rs1799945 C > G
	HFE
	
	0.47 (0.17-1.31)
	1.62 (0.85-3.07)
	0.94 (0.53-1.67)
	
	0.973

	CHR 18
	
	
	
	
	
	
	

	rs9948708 G > A
	TIBC
	
	0.67 (0.17-2.64)
	1.33 (0.48-3.70)
	0.84 (0.35-2.00)
	
	0.979

	CHR 19
	
	
	
	
	
	
	

	rs58542926 C > T
	TM6SF2
	
	0.55 (0.20-1.56)
	1.62 (0.81-3.26)
	0.87 (0.46-1.62)
	
	0.950

	CHR 22
	
	
	
	
	
	
	

	rs855791 A > G
	TMPRSS6
	
	0.34 (0.04-2.93)
	0.74 (0.21-2.66)
	1.13 (0.38-3.37)
	
	0.530

	rs4820268 G > A
	TMPRSS6
	
	0.30 (0.03-2.68)
	0.68 (0.21-2.26)
	0.68 (0.22-2.11)
	
	0.572

	rs1421312 A > G
	TMPRSS6
	
	0.26 (0.03-2.19)
	1.56 (0.55-4.49)
	0.93 (0.35-2.48)
	
	0.801

	[bookmark: OLE_LINK8]rs2111833 C > T
	TMPRSS6
	
	0.27 (0.03-2.24)
	1.31 (0.50-3.46)
	0.83 (0.32-2.12)
	
	0.674

	rs738409 C > G
	PNPLA3
	
	1.17 (0.19-7.07)
	1.54 (0.31-7.69)
	1.38 (0.36-5.31)
	
	0.495

	Data were presented as odds ratios and 95% confidence intervals and tested by univariable logistic regression analysis. P-value (interaction) represents the interaction between iron-related genes and hepatic iron deposition distribution on the severity of liver fibrosis. 
The reference category is the "No iron stain" group. P-value < 0.05 is bolded for statistical significance.
Abbreviations: HC, hepatocellular; RES, reticuloendothelial system; CHR, chromosome; TF, transferrin; HFE, hyperferritinemia; TIBC, total iron-binding capacity; TM6SF2, transmembrane 6 superfamily 2; TMPRSS6, transmembrane protease serine 6; PNPLA3, patatin-like phospholipase domain-containing protein 3.



