	Table 5. Association between TF-rs1049296 genotype and liver fibrosis, stratified by sex and hepatic iron deposition.

	Stratification
	Iron Deposition
	Genotype
	Unadjusted
	Adjusted

	Total
	No iron stain
	T/T+C/T
	0.75 (0.33, 1.72)
	0.95 (0.37, 2.48)

	
	HC iron only
	T/T+C/T
	0.67 (0.10, 4.43)
	  1.39 (0.10, 19.77)

	
	RES iron only
	T/T+C/T
	   5.14 (1.78, 14.84) *
	    6.65 (1.84, 23.97) *

	
	Mixed HC/RES
	T/T+C/T
	1.29 (0.60, 2.77)
	  1.16 (0.50, 2.70)

	Female
	No iron stain
	T/T+C/T
	1.32 (0.47, 3.72)
	   2.74 (0.69, 10.80)

	
	HC iron only
	T/T+C/T
	/
	/

	
	RES iron only
	T/T+C/T
	/
	/

	
	Mixed HC/RES
	T/T+C/T
	0.60 (0.09, 3.99)
	1.59 (0.12, 20.56)

	Male
	No iron stain
	T/T+C/T
	0.33 (0.08, 1.47)
	0.26 (0.05, 1.36)

	
	HC iron only
	T/T+C/T
	0.33 (0.03, 3.50)
	0.86 (0.03, 25.98)

	
	RES iron only
	T/T+C/T
	4.29 (1.25, 14.68)*
	5.26 (1.21, 22.81)*

	
	Mixed HC/RES
	T/T+C/T
	1.63 (0.68, 3.91)
	1.47 (0.56, 3.85)

	Note: All analyses used the C/C genotype as the reference group. Data are expressed as odds ratios and 95% confidence intervals as tested by univariable and multivariable logistic regression analyses. 
/: denotes that the calculation was precluded by a subgroup sample size too small for reliable estimations.
*: indicates p-value < 0.05.
Adjusted regression model: age, body mass index, hemoglobin, HOMA-IR, and serum ferritin concentrations.
Abbreviations: HC, hepatocellular; RES, reticuloendothelial system; TF, transferrin, HOMA-IR, homeostasis model assessment of insulin resistance.




